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June 2, 2010, EPA announced the release of the Draft Toxicological Review of Formaldehyde-Inhalation Assessment



USEPA 2010 Draft Formaldehyde IRIS Assessment

LHP Conclusions:

Weight-of-evidence analysis – causal relationships between formaldehyde exposure and all LHP cancers as a group, all leukemias as a group and all myeloid leukemias as a group

Epidemiologic evidence – considered supportive of a causal association between formaldehyde exposure and both Hodgkin lymphoma and multiple myeloma

Mode of action – dependent upon hematological and genetic results reported by Zhang et al. (2010); results need to be extended and repeated

Dose-response assessment – Beane-Freeman et al. (2009) judged to have exposure-response data adequate for the derivation of unit risk estimates
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NAS 2011 Provides recommendations on Draft IRIS assessment relevant to LHPs

Animal Evidence

Paucity of evidence for LHPs from animal models 

Epidemiological Evidence

Use specific diagnoses available

Re-evaluate peak vs. cumulative dose-metric

Define strengths, weaknesses, and inconsistencies of key studies

Justify use of Beane-Freeman et al. (2009)

Mode of Action

Revisit arguments that support causality

Improve understanding of endogenous formaldehyde

Reconcile divergent statement regarding systemic delivery

data insufficient for cytogenetic effects at distant sites
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NAS Recommendations relevant to LHPs (cont’d)

Quantitative Analyses

Independent analysis needed

Alternative extrapolation models needed

BBDR modelling should be used

Evidence Integration

“EPA’s approach to weight of evidence should include “a single integrative step after assessing all of the individual lines of evidence”.  Although a synthesis and summary are provided, the process that EPA used to weigh different lines of evidence and how that evidence was integrated into a final conclusion are not apparent in the draft assessment and should be made clear in the final version.”
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Integration of Evidence for LHPs

USEPA 2011 Draft Formaldehyde IRIS Assessment



Dose

Response

Assessment



Mode

of 

Action



Epi 

Evidence



Animal Evidence

Lymphohematopoietic cancers - “…absence of a causal framework for these cancers 

is particularly problematic given the inconsistencies in the epidemiologic data, 

the weak animal data, and the lack of mechanistic data.”
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New Animal Evidence 
NAS Comment: Paucity of Evidence

Morgan et al. 2014

No cases of leukemia or lymphohematopoietic neoplasia were seen. Formaldehyde inhalation did not cause leukemia in genetically predisposed C3B6.129F1-Trp53tm1Brd mice. 

Morgan et al. 2015

Formaldehyde inhalation did not cause leukemia or lymphohematopoietic neoplasia in genetically predisposed p53-Haploinsufficient mice. 

Attempts to publish these results have been unsuccessful; however, in an October 17, 2016 response to a letter from ACC urging publication of these reports, Dr. Linda Birnbaum stated, “All things considered, an NTP Research Report seems like a good solution.”
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New Epidemiological Evidence
NAS Recommendation: Use specific diagnoses

Checkoway et al. (2015) received original study data from NCI, verified original results of Beane Freeman et al. 2009 and conducted additional analyses that separated myeloid leukemias into acute myeloid leukemias (AMLs) and chronic myeloid leukemias (CML).

Associations seen between formaldehyde exposure and Hodgkin lymphoma and chronic myeloid leukemia (CML) have not been observed in other studies and are not considered plausible. 

No other LHP malignancy was associated with either chronic or peak exposure to formaldehyde.
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No excess mortality from AML or CML observed

				Checkoway et al. 2015								Beane Freeman et al. 2009						

				Non-exposed (n=3,136)				Exposed (n=22,483)				Non-exposed (n=3,108)				Exposed (n=22,511)		

				Obs		SMR (95% CI)		Obs		SMR (95% CI)		Obs		SMR (95% CI)		Obs		SMR (95% CI)

		Myeloid leukemia		4		0.69 (0.19-1.76)		44*		0.86 (0.64-1.16)		4		0.65 (0.35–1.74)		44		0.90 (0.67–1.21)

		   AML		4		0.93 (0.25-2.37)		30		0.80 (0.56-1.14)		NR				NR		

		   CML		0				13		0.97 (0.56-1.67)		NR				NR		



8

US mortality rates used as the reference



*One death was coded to ICD-8 205.9, unspecified myeloid leukemia.
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Association between peak exposure and mortality from most specific diagnosis available 
(Checkoway et al. 2015)

				No peak				≥2.0 to < 4.0 ppm				≥4.0 ppm				

		Diagnosis		Obs		HR (95% CI)		Obs		HR (95% CI)		Obs		HR (95% CI)		P trend

		Hodgkin lymphoma		15		1.0 (referent)
		5		2.18 (0.77-6.19)		7		3.38 (1.30-8.81)		0.01

		Myeloid leukemia		27		1.0 (referent)		11		2.09 (1.03–4.26)		10		1.80 (0.85–3.79)		0.06

		    AML		21		1.0 (referent)		7		1.71 (0.72–4.07)		6		1.43 (0.56–3.63)		0.31

		    CML		6		1.0 (referent)		3		2.62 (0.64–10.66)		4		3.07 (0.83–11.40)		0.07
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No increased risk of AML is seen in relation to occupational exposure to formaldehyde
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New Epidemiological Evidence
NAS Comment: Re-evaluate peak vs. cumulative dose metric

Checkoway et al. 2015 evaluated peak exposure and reported time since first and time since last peak exposure

Among the 13 of 34 AML deaths in the full cohort with peak exposures more than 2.0 ppm, only four worked in jobs with peaks within the 20 years preceding death

Only one AML death occurred (similar to expected) within the typical latency window of 2 to 15 years.
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New Mode of Action Evidence
NAS Comment: Revisit arguments that support causality

Zhang et al. 2010 

reported significant changes* in blood parameters (WBC, lymphocyte, platelets, RBC counts) and increased frequency of aneuploidy in cultures of cells in vitro between exposed and unexposed workers.

Conclusions:

	“…formaldehyde exposure can have an adverse effect on the 	hematopoietic system and that leukemia induction by 	formaldehyde is biologically plausible, which heightens 	concerns about its leukemogenic potential from occupational 	and environmental exposures.”  (emphasis added)



12

*Actually, study was a cross-sectional design that reported differences in blood parameters between exposed workers and unexposed workers at one point in time.  Changes in blood parameters over time were not investigated. 
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New Mode of Action Evidence
NAS Comment: Revisit arguments that support causality

Gentry et al. (2013) re-analyzed data obtained via FOIA, not including withheld individual exposure estimates, suggesting other factors may have contributed to effects, which also may have arisen in vitro rather than in vivo. 

significant methodological limitations identified (e.g., failure to follow study protocol) raised serious questions about whether this evidence provides support for a causal relationship between formaldehyde exposure and leukemia or lymphoid malignancies.
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New Mode of Action Evidence
NAS Comment: Revisit arguments that support causality

Mundt et al. (submitted) re-analyzed FOIA data including individual exposure data obtained via DTA from NCI

Comparing exposed to unexposed – Analyses indicated few relationships between effects reported and formaldehyde exposure.  The direction of some differences was opposite of what would be expected if caused by a toxic exposure.

Correlation among exposed – no correlation with formaldehyde exposure was seen for any parameter; sex and smoking were predictive of several differences in the blood measures.

Evaluation of aneuploidies – No relationship between formaldehyde exposure and monosomy 7 or trisomy 8 were seen – even assuming protocol had been followed properly.
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Association between formaldehyde exposure and WBC and RBC counts and components

		Exposure		Blood Count
Adjusted RR		95% CI		†p-value		Blood Count
Adjusted RR		95% CI		†p-value

		Unexposed
    <1.3 ppm
    ≥1.3 ppm		WBC
1.00
*0.87
*0.85		0.78-0.97
0.76-0.96		0.943		RBC
1.00
*0.94
*0.94		0.91-0.98
0.90-0.98		0.947

		Unexposed
    <1.3 ppm
    ≥1.3 ppm		Lymphocytes
1.00
*0.85
*0.79		0.75-0.96
0.69-0.90		0.660		Hemoglobin
1.00
0.98
0.99		0.94-1.01
0.95-1.03		0.818

		Unexposed
    <1.3 ppm
    ≥1.3 ppm		Monocytes
1.00
0.90
0.89		0.77-1.06
0.75-1.04		0.973		MCV
1.00
1.03
1.06		0.99-1.08
1.02-1.11		0.550

		Unexposed
    <1.3 ppm
    ≥1.3 ppm		Granulocytes
1.00
0.87
0.88		0.75-1.01
0.75-1.03		0.997		Platelets
1.00
*0.85
0.91		0.75-0.96
0.80-1.03		0.674
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†Comparison between exposed categories

*p<0.05 compared with unexposed
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Monosomy 7

16
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Smoker, meets protocol (≥150 cells)	8.4899999999999993E-3	2.6210000000000001E-2	2.28837	6.5972222222222223	3.8461538461538463	4.0145985401459852	Smoker, does not meet protocol (	<	150 cells)	1.9996499999999999	2.6210000000000001E-2	2.5958299999999999	2.6210000000000001E-2	2.6210000000000001E-2	2.6751800000000001	11.363636363636363	4.2857142857142856	16.260162601626014	10	5.5555555555555554	11.842105263157894	#REF!	2.6210000000000001E-2	2.6210000000000001E-2	2.6751800000000001	10	5.5555555555555554	11.842105263157894	Non-smoker, meets protocol (≥150 cells)	2.6210000000000001E-2	2.6210000000000001E-2	4.9079754601226995	3.6764705882352944	Non-smoker, does not meet protocol (	<	150 cells)	4	1.3765700000000001	1.93882	2.6210000000000001E-2	2.6210000000000001E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.9897	2.3213300000000001	1.3796299999999999	3.669724770642202	3.9603960396039604	3.1578947368421053	2.5641025641025639	1.4084507042253522	12.857142857142856	8.1632653061224492	0	20	15.384615384615385	21.311475409836063	#REF!	2.6210000000000001E-2	2.6210000000000001E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.9897	2.3213300000000001	1.3796299999999999	2.5641025641025639	1.4084507042253522	12.857142857142856	8.1632653061224492	0	20	15.384615384615385	21.311475409836063	Formaldehyde (ppm)



Monosomy frequency (%)





Trisomy 8
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Smoker, meets protocol (≥150 cells)	8.4899999999999993E-3	2.6210000000000001E-2	1.9996499999999999	2.5958299999999999	2.28837	1.015228426395939	0.93023255813953487	1.0416666666666665	2.3121387283236992	2.2222222222222223	Smoker, does not meet protocol (	<	150 cells)	2.6751800000000001	2.6210000000000001E-2	2.6210000000000001E-2	2.6210000000000001E-2	0.67114093959731547	0	0	0	#REF!	2.6210000000000001E-2	2.6210000000000001E-2	2.6210000000000001E-2	0	0	0	Non-smoker, meets protocol (≥150 cells)	2.6210000000000001E-2	0.88495575221238942	Non-smoker, does not meet protocol (	<	150 cells)	4	1.93882	2.6210000000000001E-2	2.6210000000000001E-2	1.4579999999999999E-2	2.6210000000000001E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.9897	2.3213300000000001	1.3765700000000001	1.3796299999999999	0	0	0	0	1.0638297872340425	0	0	0	2.5641025641025639	3.278688524590164	0	0	#REF!	2.6210000000000001E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.9897	2.3213300000000001	1.3765700000000001	1.3796299999999999	0	0	0	2.5641025641025639	3.278688524590164	0	0	Formaldehyde (ppm)



Trisomy frequency (%)





Dose-Response Assessment
NAS Recommendation: Independent Analyses

Van Landingham et al. (2016) 

Using the original data from the key study (Beane Freeman et al. 2009), focused on duplication of the draft inhalation unit risk (IUR) and addressed comments from NAS regarding inputs and assumptions

Conclusions

“Overall, documentation of the methods lacked sufficient detail to allow for replication of the unit risk estimates, specifically for Hodgkin lymphoma and leukemias, the key systemic endpoints selected by IRIS.  The lack of apparent exposure-response relationships for selected endpoints, raises the question whether quantitative analyses are appropriate for these endpoints, and if so, how results are to be interpreted.”
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Comparison of modelling statistics from Van Landingham et al. 2016 to statistics reported in USEPA (2010)

19

		 		Cox Regression		Logistic Regression						Poisson Regression				USEPA (2010)

				p-value a		R2		LR p-valueb		p-value a		LR p-valueb		p-value a		p-value

		Hodgkin lymphoma (201)		0.013		0.0133		0.098		0.019		0.09		0.037		 0.06

		Leukemia (204 – 207)		0.058		0.0017		0.35		0.055		0.003		<0.001		0.08

		Leukemia (204 – 207, excluding 204.1)		0.239		0.0011		0.64		0.206		0.034		0.013		---

		Acute myeloid leukemia (205.0)		0.844		0.0016		0.82		0.869		0.81		0.80		---



		 
a  p-values reflect the precision of any association between exposure and response, and show the probability that the beta value is not significantly different from zero. P-values < 0.05 indicate that the beta parameter is significantly different from zero.		

		b  The likelihood ratio p-values of difference between a null and dose-dependent model (e.g. test of β=0) where small p-values reject the hypothesis that β=0. .. 		 









‹#›
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Relative risk for Hodgkin lymphoma based on peak exposure from Poisson model stratified by calendar year, age, sex, and race and adjusted for pay category

										Van Landingham et al. 2016				Beane Freeman et al. 2009		

				Subjects		Person-years		Deaths		RR		CI		RR		CI

		0		3,139		104,386		2		3.32		0.60-18.26		0.67		0.12-3.60

		0 to 2		10,302		415,987		6		1.0		Referent		1.0		Referent

		2 to 4		6,010		254,723		8		0.76		0.30-1.89		3.30		1.04-10.50

		≥4 ppm		6,198		256,618		11		2.96		0.94-9.27		3.96		1.31-12.02

																

		     p trend1 (reported by Beane Freeman)												0.01		

		     p trend2 (reported by Beane Freeman)												0.004		

		     log likelihood (reported by Van Landingham)								-309.87						

		     p-value3 (reported by Van Landingham)								      0.04						
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1Two-sided likelihood ratio test (1 df ) of zero slope for continuous formaldehyde exposure among exposed person-years only.

2 Two-sided likelihood ratio test (1 df ) of zero slope for continuous formaldehyde exposure among unexposed and exposed person-years.

3  Two-sided likelihood ratio test  
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Relative risk for all leukemias based on peak exposure from Poisson model stratified by calendar year, age, sex, and race and adjusted for pay category

										Van Landingham et al. 2016				Beane Freeman et al. 2009		

				Subjects		Person-years		Deaths		RR		CI		RR		CI

		0		3,139		104,386		2		1.83		0.76-4.40		0.59		0.25-1.36

		0 to 2		10,302		415,987		6		1.0		Referent		1.0		Referent

		2 to 4		6,010		254,723		8		0.58		0.36-0.93		0.98		0.60-1.62

		≥4 ppm		6,198		256,618		11		1.07		0.66-1.75		1.42		0.92-2.18

																

		     p trend1 (reported by Beane Freeman)												0.12		

		     p trend2 (reported by Beane Freeman)												0.02		

		     log likelihood (reported by Van Landingham)								-1177.94						

		     p-value3 (reported by Van Landingham)								     0.004						
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1Two-sided likelihood ratio test (1 df ) of zero slope for continuous formaldehyde exposure among exposed person-years only.

2 Two-sided likelihood ratio test (1 df ) of zero slope for continuous formaldehyde exposure among unexposed and exposed person-years.

3  p-value for the likelihood ratio chi square test 







‹#›
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Comparison of Estimated Cases from the Poisson Regression model to number of cases of Leukemias Observed at the end of follow-up period in the Beane Freeman et al. (2009) study.  Observed and Predicted Results Over Full Observed Exposure Range
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Dose-Response Assessment
NAS Recommendation: Independent Analyses

Van Landingham et al. 2016

Large variability in the low dose region which is poorly fit by models

Unable to reproduce the Beta values reported in USEPA (2010)

Inconsistencies between life table instructions in USEPA (2010) and life table results reported
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NAS 2011 Comments/Data Gaps



Dose

Response

Assessment



Mode

of 

Action



Epi 

Evidence



Animal Evidence

Addressing the NAS Comments provides increasing evidence of a lack of a causal association between formaldehyde exposure and lymphohematopoietic cancers
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New Animal Evidence

		NAS Recommendation		Addressed by

		Data gap: Paucity of evidence for LHP from animal models		Morgan et al. (2015)
No cases of leukemia or lymphohematopoietic neoplasia were seen. Formaldehyde inhalation did not cause leukemia in genetically predisposed C3B6.129F1-Trp53tm1Brd mice.

Morgan et al. (2014)
Formaldehyde inhalation did not cause leukemia or lymphohematopoietic neoplasia in genetically predisposed p53-Haploinsufficient mice. 
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New Epidemiological Evidence

		NAS Recommendation		Addressed by

		Define strengths, weaknesses, and inconsistencies of key studies		Checkoway et al. 2012
A critical review of the epidemiological literature indicated no consistent or strong epidemiologic evidence that formaldehyde is causally related to any lymphohematopoetic malignancies. The absence of established toxicological mechanisms further weakens any arguments for causation.

		Use specific diagnoses available		Checkoway et al. 2015
New analyses of the NCI formaldehyde workers cohort specifically for AML are reported.  Results do not support the hypothesis that formaldehyde causes AML. 
Associations seen between formaldehyde exposure and Hodgkin leukemia and chronic myeloid leukemia (CML) have not been observed in other studies and are not considered plausible. 
Boffetta et al. 2016
 Some prominent recent evaluations have concluded that formaldehyde is leukemogenic, especially for the myeloid types1,12.
However, overall evidence from studies specifically examining occupational exposure to formaldehyde and AML demonstrates no clear or consistent increased risk of AML. The meta-RR estimates are not statistically significantly elevated, and the null findings were tolerant to various sensitivity tests, including omitting the most influential study.
Given the lack of animal studies demonstrating leukemogenicity, a lack of direct evidence for a mode of action and compelling new experimental evidence that formaldehyde is incapable of reaching bone marrow13, the absence of any clearly or convincingly increased meta-RR adds to the growing body of evidence indicating that formaldehyde exposure is unlikely to cause AML.
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New Epidemiological Evidence

		NAS Recommendation		Addressed by

		Re-evaluate peak vs. cumulative dose-metric		Checkoway et al. 2015
Acute myeloid leukemia (AML) was unrelated to cumulative, average or peak exposure.  
Few deaths occurred within 20+ years of last peak exposure.
Hodgkin lymphoma relative risk estimates suggested trends for both cumulative (Ptrend= 0.05) and peak (Ptrend = 0.003) exposures.
Suggestive associations with peak exposure observed for chronic myeloid leukemia, based on very small numbers. 
No other lymphohematopoietic malignancy was associated with either chronic or peak exposure. 

		Justify use of Beane-Freeman et al
		Meyers et al. 2013
Extended follow-up of 11,098 employees of three garment manufacturing facilities.  Results demonstrated limited evidence for formaldehyde exposure and any LHM including AML, based on 14 observed cases. 
Coggon et al. 2014
Extended follow-up of a cohort of 14,008 chemical workers at 6 factories in England and Wales, covering the period 1941-2012. Results provide no support for an increased hazard of myeloid leukemia from formaldehyde exposure.
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New Mode of Action Evidence (1)

		NAS Recommendation		Addressed by

		Data gap: Improve understanding of endogenous formaldehyde		Schroeter et al. 2014
Endogenous formaldehyde in nasal tissues did not significantly affect flux or nasal uptake predictions at exposure concentrations > 500 ppb; however, reduced nasal uptake was predicted at lower exposure concentrations. 
Yu et al. 2015
With the application of highly sensitive instruments and accurate assays, inhaled formaldehyde was found to reach nasal respiratory epithelium, but not other tissues distant to the site of initial contact. In contrast, endogenous adducts were readily detected in all tissues examined with remarkably higher amounts present. Moreover, the amounts of exogenous formaldehyde-induced adducts were 3- to 8-fold and 5- to 11-fold lower than the average amounts of endogenous formaldehyde-induced adducts in rat and monkey nasal respiratory epithelium, respectively.

		Reconcile divergent statement regarding systemic delivery		Yu et al 2015; Edrissi et al. 2013; Moeller et al. 2011; Lu et al. 2011
Based on a sensitive analytical method that can measure endogenous versus exogenous formaldehyde DNA adducts, the multiple studies demonstrated that inhaled exogenous formaldehyde only reached rat or monkey noses, but not tissues distant to the site of initial contact. 
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New Mode of Action Evidence (2)

		NAS Recommendation		Addressed by

		Revisit arguments that support causality		Gentry et al. 2013
Reanalysis of selected raw data from the Zhang et al. (2010) study do not support a causal association between formaldehyde and myeloid leukemia or lymphoid malignancies. Because of the significant methodological limitations, unless the results can be confirmed using appropriate methodologies designed to detect in vivo events, the reanalysis of the results provided by Zhang et al. (2010) raise sufficient questions that limit the use of Zhang et al. (2010) to support the hypothesis that formaldehyde exposure is causally related to leukemia or lymphoid malignancies.
Mundt et al. 2016 (submitted for publication)
Reanalysis of raw data from Zhang et al. (2010) including exposure data. Results showed that differences in white blood cell, granulocyte, platelet, and red blood cell counts are not exposure-dependent.  Among formaldehyde-exposed workers, no association was observed between individual average formaldehyde exposure estimates and frequency of aneuploidy, suggested by the original study authors to be indicators of myeloid leukemia risk.
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New Mode of Action Evidence (3)

		NAS Recommendation		Addressed by

		Data gap: data insufficient for cytogenetic effects at distant sites		Albertini et al. 2016
Critical review of the genotoxicity literature found no convincing evidence that exogenous exposures to FA alone, and by inhalation, induce mutations at sites distant from the portal of entry tissue as a direct DNA reactive mutagenic effect – specifically not in the bone marrow.  
Review of the existing studies of hematotoxicity, likewise, failed to demonstrate myelotoxicity in any species– a probable prerequisite for leukemogenesis. 
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New Dose-Response Assessments (1)

		NAS Recommendation		Addressed by

		Independent analysis needed
		Van Landingham et al. 2016
The documentation of the methods applied in the USEPA (2010) IRIS document lacks sufficient detail for duplication of the unit risk estimates provided, even with the availability of the raw data from the Beane Freeman et al. (2010).  This lack of transparency and detail may result in different estimates of unit risks, especially as initial analyses resulted in a lack of a significant dose-response relationship for selected endpoints. 

		Alternative extrapolation models needed		Starr and Swenberg 2013
Results of the “Bottom-up “ approach indicate that recent top-down risk extrapolations from occupational cohort mortality data for workers exposed to formaldehyde are overly conservative by substantial margins.
Starr and Swenberg 2016
Updated “Bottom-Up” risk estimates heighten the marked contrasts that are present between the previous estimates and the corresponding USEPA estimates, with the larger difference for leukemia being due primarily to the significantly improved detection limit for the analytical method used in quantitating DNA adduct numbers. 
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New Dose-Response Assessments (2)

		NAS Recommendation		Addressed by

		BBDR modelling should be used		Clewell H, et al. (in preparation)
Expansion of the model to incorporate recent data on endogenous levels of formaldehyde is in development.  This will incorporate the most recent science to better understand when exogenous formaldehyde exposure appreciably alters normal endogenous formaldehyde concentrations.
Gentry PR, et al. (in preparation)
Review of the utility of BBDR modeling for use in risk assessment focusing primarily on the use of BBDR modeling in predicting the human health risk of formaldehyde exposure.  This review addresses the current published criticisms for BBDR modeling use in risk assessment, and highlights the advantages of expanding the application of BBDR modeling in risk assessment. 
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Fig 1. Form Histogram


			There are 51 unexposed and 43 exposed.


			Range for unexposed: 0.00848528 to 0.02621500


			Range for exposed: 0.318103 to 5.614024


																					 





See Excel file called 'Formaldehyde figures' for an updated version of this as well as a figure created based on Bassig 2016 .





2X2 2X3 smoke age


									Log transformed																								Back transformed


			MALES 2x2						Current smoking																		MALES						Current smoking


									0=no									1=yes															0=no									1=yes


			Blood parameter			n			Mean			SD			n			Mean			SD						Blood parameter			n			Mean			SD			n			Mean			SD


			WBC			21			8.59			0.21			22			8.73			0.28						WBC			21			5375.1			1120.43			22			6168.6			1707.81


			RBC						8.52			0.09						8.51			0.09						RBC						5036.8			457.63						4969.9			428.14


			Platelet						7.59			0.26						7.68			0.25						Platelet						1982.4			513.88						2173.9			532.90


			Lymphocyte						7.48			0.24						7.66			0.31			<30 years of age			Lymphocyte						1780.5			418.55						2127.0			652.86


			Monocyte						5.91			0.25						6.23			0.32						Monocyte						369.7			92.78						506.3			162.18


			Granulocyte						8.05			0.30						8.15			0.34						Granulocyte						3146.5			934.85						3449.9			1176.09


			Hemoglobin						2.69			0.08						2.68			0.09						Hemoglobin						14.7			1.24						14.6			1.34


			MCV						4.46			0.10						4.48			0.10						MCV						86.9			8.74						88.6			8.55





									0=no									1=yes															0=no									1=yes


			Blood parameter			n			Mean			SD			n			Mean			SD						Blood parameter			n			Mean			SD			n			Mean


			WBC			19			8.66			0.21			19			8.71			0.28						WBC			19			5763.3			1217.35			19			6059.8			1684.89


			RBC						8.53			0.08						8.47			0.07						RBC						5086.6			402.05						4752.7			349.31


			Platelet						7.62			0.25						7.53			0.25						Platelet						2036.5			511.48						1863.6			459.18


			Lymphocyte						7.63			0.29						7.61			0.30			≥30 years			Lymphocyte						2064.0			604.70						2018.5			615.29


			Monocyte						6.07			0.35						6.18			0.36						Monocyte						430.8			151.82						483.7			176.29


			Granulocyte						8.05			0.30						8.16			0.31						Granulocyte						3149.4			948.75						3497.8			1091.76


			Hemoglobin						2.71			0.06						2.70			0.07						Hemoglobin						15.0			0.92						14.8			1.08


			MCV						4.47			0.08						4.53			0.05						MCV						87.4			6.81						92.9			4.26


			MALES						Current smoking																		MALES						Current smoking


									0=no									1=yes															0=no									1=yes


			Blood parameter			n			Mean			SD			n			Mean			SD						Blood parameter			n			Mean			SD			n			Mean


			WBC			13			8.64			0.17			15			8.65			0.24						WBC			13			5651.2			966.38			15			5702.7			1394.58


			RBC						8.53			0.11						8.51			0.10						RBC						5039.7			534.24						4941.9			473.21


			Platelet						7.65			0.26						7.67			0.26						Platelet						2093.4			536.48						2133.2			550.70


			Lymphocyte						7.46			0.23						7.58			0.33			< 22.6 years			Lymphocyte						1734.4			397.19						1960.5			638.68


			Monocyte						5.92			0.29						6.18			0.33						Monocyte						373.8			109.01						483.2			161.61


			Granulocyte						8.15			0.25						8.06			0.30						Granulocyte						3461.8			879.65						3171.4			943.28


			Hemoglobin						2.68			0.07						2.67			0.08						Hemoglobin						14.5			1.03						14.5			1.16


			MCV						4.45			0.13						4.49			0.09						MCV						86.0			10.78						88.7			7.84





									0=no									1=yes															0=no									1=yes


			Blood parameter			n			Mean			SD			n			Mean			SD						Blood parameter			n			Mean			SD			n			Mean


			WBC			16			8.62			0.25			13			8.83			0.31						WBC			16			5545.0			1361.85			13			6830.5			2127.55


			RBC						8.53			0.07						8.50			0.06						RBC						5061.4			347.70						4909.3			309.17


			Platelet						7.60			0.27						7.57			0.31						Platelet						1989.7			531.91						1938.8			607.32


			Lymphocyte						7.59			0.26						7.76			0.27			22.6-<33.4 years			Lymphocyte						1977.9			519.00						2341.8			622.15


			Monocyte						6.00			0.30						6.32			0.37						Monocyte						404.0			122.20						555.6			207.24


			Granulocyte						8.04			0.32						8.26			0.37						Granulocyte						3094.0			977.11						3864.8			1448.83


			Hemoglobin						2.72			0.08						2.71			0.09						Hemoglobin						15.2			1.27						15.0			1.29


			MCV						4.48			0.05						4.51			0.09						MCV						88.7			4.01						91.1			8.65





									0=no									1=yes															0=no									1=yes


			Blood parameter			n			Mean			SD			n			Mean			SD						Blood parameter			n			Mean			SD			n			Mean


			WBC			11			8.61			0.21			13			8.69			0.25						WBC			11			5461.7			1168.67			13			5942.6			1495.55


			RBC						8.53			0.09						8.46			0.08						RBC						5083.3			432.66						4744.1			398.06


			Platelet						7.57			0.24						7.60			0.19						Platelet						1936.8			469.77						1989.2			370.61


			Lymphocyte						7.62			0.32						7.58			0.30			33.4+ years			Lymphocyte						2034.5			650.25						1966.0			586.98


			Monocyte						6.03			0.35						6.12			0.30						Monocyte						417.8			147.96						455.5			135.35


			Granulocyte						7.97			0.30						8.15			0.29						Granulocyte						2885.0			876.12						3462.8			998.93


			Hemoglobin						2.69			0.06						2.69			0.08						Hemoglobin						14.7			0.88						14.7			1.25


			MCV						4.46			0.09						4.52			0.05						MCV						86.3			7.93						92.1			4.48


			FEMALES


									0=no									1=yes


			Blood parameter			n			Mean			SD			n			Mean			SD


			WBC			4			8.67			0.20			0			n/a			n/a


			RBC						8.30			0.12


			Platelet						7.65			0.31


			Lymphocyte						7.35			0.09


			Monocyte						5.79			0.40


			Granulocyte						8.26			0.27


			Hemoglobin						2.50			0.11


			MCV						4.50			0.04





									0=no									1=yes


			Blood parameter			n			Mean			SD			n			Mean			SD


			WBC			9			8.44			0.12			0			n/a			n/a


			RBC						8.31			0.10


			Platelet						7.65			0.23


			Lymphocyte						7.42			0.21


			Monocyte						5.50			0.21


			Granulocyte						7.88			0.22


			Hemoglobin						2.49			0.06


			MCV						4.49			0.11








2x3 smoke form


			MALES						Current smoking																		?????						Current smoking


									0=no									1=yes															0=no									1=yes


			Blood parameter			n			Mean			SD			n			Mean			SD						Blood parameter			n			Mean			SD			n			Mean


			WBC			21			8.70			0.15			23			8.80			0.24						WBC			13			6021.6			932.31			15			6609.8


			RBC						8.56			0.09						8.51			0.08						RBC						5221.2			450.89						4971.9


			Platelet						7.66			0.30						7.67			0.20						Platelet						2124.5			638.42						2136.7


			Lymphocyte						7.67			0.24						7.72			0.32			Unexposed			Lymphocyte						2151.0			511.77						2242.4


			Monocyte						6.04			0.31						6.27			0.38						Monocyte						421.8			132.55						526.2


			Granulocyte						8.12			0.22						8.23			0.26						Granulocyte						3360.4			750.00						3763.6


			Hemoglobin						2.71			0.07						2.69			0.08						Hemoglobin						15.0			1.11						14.8


			MCV						4.45			0.11						4.49			0.07						MCV						85.3			9.61						88.8





									0=no									1=yes															0=no									1=yes


			Blood parameter			n			Mean			SD			n			Mean			SD						Blood parameter			n			Mean			SD			n			Mean


			WBC			15			8.53			0.26			9			8.58			0.16						WBC			16			5076.2			1296.33			13			5329.8


			RBC						8.48			0.06						8.48			0.10						RBC						4809.3			310.75						4803.1


			Platelet						7.52			0.18						7.50			0.28						Platelet						1846.0			327.33						1815.6


			Lymphocyte						7.42			0.26						7.53			0.22			<1.5 ppm			Lymphocyte						1676.2			439.20						1864.5


			Monocyte						5.94			0.29						6.10			0.25						Monocyte						378.2			109.20						443.7


			Granulocyte						7.98			0.38						8.00			0.21						Granulocyte						2913.8			1100.22						2966.9


			Hemoglobin						2.67			0.07						2.68			0.12						Hemoglobin						14.4			1.01						14.5


			MCV						4.49			0.05						4.51			0.12						MCV						89.4			4.26						91.0





									0=no									1=yes															0=no									1=yes


			Blood parameter			n			Mean			SD			n			Mean			SD						Blood parameter			n			Mean			SD			n			Mean


			WBC			4			8.54			0.12			9			8.66			0.38						WBC			11			5110.6			603.54			13			5763.4


			RBC						8.56			0.05						8.45			0.05						RBC						5196.9			279.44						4674.7


			Platelet						7.62			0.15						7.58			0.34						Platelet						2046.3			303.45						1965.4


			Lymphocyte						7.42			0.22						7.55			0.30			≥1.5 ppm			Lymphocyte						1670.0			373.55						1898.1


			Monocyte						5.86			0.37						6.16			0.30						Monocyte						351.6			130.70						475.3


			Granulocyte						8.00			0.27						8.10			0.49						Granulocyte						2985.0			801.36						3306.6


			Hemoglobin						2.73			0.07						2.69			0.05						Hemoglobin						15.3			1.12						14.8


			MCV						4.48			0.05						4.55			0.02						MCV						88.6			4.11						94.8








Table 1. Desc Chinese pop


			female, not exposed 
(sex=0 formaldehyde=0)																					female, exposed
(sex=0 formaldehyde=1)





						N			Mean			Std Dev			Median			Minimum			Maximum						N			Mean			Std Dev			Median			Minimum			Maximum


			WBC			7			5064.3			842.6			5030			3640			6400			WBC			6			5010.0			1135.1			4510			4170			7200


			lymphocyte			7			1750.0			363.2			1730			1310			2200			lymphocyte			6			1561.7			193.0			1525			1330			1870


			monocyte			7			280.0			101.8			260			180			480			monocyte			6			280.0			89.2			240			210			440


			granulocyte			7			3034.3			819.4			3170			2010			4300			granulocyte			6			3168.3			1188.9			2770			2060			5320


			RBC			7			4234.3			470.1			4180			3620			5110			RBC			6			3890.0			271.5			3940			3420			4240


			hemoglobin			7			12.2			0.9			12.3			10.9			13.5			hemoglobin			6			12.1			0.9			12.45			10.5			12.9


			mcv			7			87.8			10.0			91.9			66.5			97.3			mcv			6			91.2			3.0			91.3			86.3			94.4


			platelet			7			2327.1			506.3			2230			1780			3110			platelet			6			1950.0			526.9			1820			1450			2840


			male, not exposed
(sex=1 formaldehyde=0)																					male, exposed
(sex=1 formaldehyde=1)





						N			Mean			Std Dev			Median			Minimum			Maximum						N			Mean			Std Dev			Median			Minimum			Maximum


			WBC			44			6460.9			1407.0			6190			4180			10350			WBC			37			5488.7			1585.9			5280			3070			11640


			lymphocyte			44			2279.1			588.1			2270			1040			3770			lymphocyte			37			1829.5			471.7			1750			1170			2860


			monocyte			44			505.2			188.9			465			240			950			monocyte			37			431.1			131.8			420			250			770


			granulocyte			44			3676.6			937.8			3545			2170			5880			granulocyte			37			3228.1			1283.7			2990			1510			8290


			RBC			44			5108.6			461.5			5085			4320			6830			RBC			37			4827.6			353.4			4780			3990			5450


			hemoglobin			44			15.0			1.1			15			12.3			17			hemoglobin			37			14.7			1.2			14.6			11.7			17.3


			mcv			44			87.5			7.3			88.6			57.5			98			mcv			37			91.2			5.9			92.3			67.5			100.3


			platelet			44			2196.8			556.0			2155			1110			3900			platelet			37			1944.1			505.3			1830			1190			3670


						Sex


			thalessemia			0			1


			0			12			77


			1			1			4


			female, not exposed, no thalessemia
(sex=0 formaldehyde=0, no thalessemia)																					female, exposed, no thalessemia
(sex=0 formaldehyde=1, no thalessemia)


						N			Mean			Std Dev			Median			Minimum			Maximum						N			Mean			Std Dev			Median			Minimum			Maximum


			WBC			6			5111.7			912.7			5200			3640			6400			WBC			6			5010.0			1135.1			4510			4170			7200


			lymphocyte			6			1675.0			333.3			1675			1310			2180			lymphocyte			6			1561.7			193.0			1525			1330			1870


			monocyte			6			291.7			106.3			280			180			480			monocyte			6			280.0			89.2			240			210			440


			granulocyte			6			3145.0			838.3			3330			2010			4300			granulocyte			6			3168.3			1188.9			2770			2060			5320


			RBC			6			4088.3			293.8			4100			3620			4450			RBC			6			3890.0			271.5			3940			3420			4240


			hemoglobin			6			12.4			0.8			12.35			11.2			13.5			hemoglobin			6			12.1			0.9			12.45			10.5			12.9


			mcv			6			91.4			3.8			92			87.2			97.3			mcv			6			91.2			3.0			91.3			86.3			94.4


			platelet			6			2260.0			519.3			2120			1780			3110			platelet			6			1950.0			526.9			1820			1450			2840


			male, not exposed, no thalessemia 
(sex=1 formaldehyde=0, no thalessemia)																					male, exposed, no thalessemia 
(sex=1 formaldehyde=1, no thalessemia)


						N			Mean			Std Dev			Median			Minimum			Maximum						N			Mean			Std Dev			Median			Minimum			Maximum


			WBC			41			6433.4			1396.0			6180			4180			10350			WBC			36			5483.1			1608.1			5245			3070			11640


			lymphocyte			41			2299.5			592.9			2290			1040			3770			lymphocyte			36			1811.7			465.6			1710			1170			2860


			monocyte			41			494.4			189.8			440			240			950			monocyte			36			430.3			133.6			420			250			770


			granulocyte			41			3639.5			903.4			3530			2170			5880			granulocyte			36			3241.1			1299.5			2990			1510			8290


			RBC			41			5031.7			350.2			5060			4320			5820			RBC			36			4810.3			342.1			4770			3990			5430


			hemoglobin			41			15.1			1.0			15			13.1			17			hemoglobin			36			14.8			1.1			14.75			12			17.3


			mcv			41			89.2			3.5			88.7			82.9			98			mcv			36			91.8			4.5			92.6			83.1			100.3


			platelet			41			2170.5			550.9			2150			1110			3900			platelet			36			1909.4			465.9			1825			1190			3670








Distributions


			EXPOSED ONLY


						N			Mean			Std Dev			Median			Minimum			Maximum


			Formaldehyde in men			37			1.49			0.97			1.30			0.32			5.61


			Formaldehyde in women			6			1.28			0.51			1.17			0.72			2.23





						N			Mean			Std Dev			Median			Minimum			Maximum


			Formaldehyde in <22.6 years			13			1.41			0.59			1.30			0.51			2.51


			Formaldehyde in 22.6-33.4 years			14			1.79			1.28			1.35			0.63			5.61


			Formaldehyde in  >=33.4 years			16			1.21			0.69			1.14			0.32			2.61





			ALL


						N			Mean			Std Dev			Median			Minimum			Maximum


			Formaldehyde in men			81			0.69			0.98			0.03			0.01			5.61


			Formaldehyde in women			13			0.60			0.73			0.03			0.01			2.23





						N			Mean			Std Dev			Median			Minimum			Maximum


			Formaldehyde in <22.6 years			31			0.60			0.79			0.03			0.01			2.51


			Formaldehyde in 22.6-33.4 years			32			0.79			1.22			0.03			0.01			5.61


			Formaldehyde in  >=33.4 years			31			0.63			0.78			0.32			0.01			2.61











			Correlation between fa_ppm and proportion of monosomy 7 detected			0.26916			pearson's


						0.2258			p





			Correlation between fa_ppm and proportion of trisomy 8 detected			0.32459			pearson's


						0.1405			p



































thal sensitivity


			n=42 because we have limited it to the exposed only and dropped thalassemia			Adjusted 
Ln β			SE			Lower 95% CI 
of Ln β 			Upper 95% CI of Ln β 			Adjusted 
e^(Ln β)			Lower 95% CI 
of e^(Ln β)			Upper 95% CI 
of e^(Ln β) 			Adjusted 
p value 





			RBC


			Formaldehyde			0.01			0.01									1.01									0.2286


			Female, non-smoker			0.23			0.03									1.26									<.0001


			Male, smoker			0.04			0.02									1.04									0.0753


			Male, non-smoker			Reference			 .									Reference									 .





			MCV


			Formaldehyde			0.00			0.01									1.00									0.906


			Female, non-smoker			0.02			0.02									1.02									0.241


			Male, smoker			0.06			0.01									1.06									<.0001


			Male, non-smoker			0.00			 .									Reference									 .











Unadj & Adj models - cont


			n=43 because we have limited it to the exposed only			Un-Adjusted 
Ln β			Un-Adjusted 
e^(Ln β)			Un-Adjusted 
p value 			Adjusted 
Ln β			SE			Lower 95% CI 
of Ln β 			Upper 95% CI of Ln β 			Adjusted 
e^(Ln β)			Lower 95% CI 
of e^(Ln β)			Upper 95% CI 
of e^(Ln β) 			Adjusted 
p value 





			WBC


			Formaldehyde			0.02			1.02			0.6953			0.01			0.04			-0.07			0.10			1.01			0.93			1.10			0.806


			Female, non-smoker												-0.03			0.12			-0.27			0.20			0.97			0.77			1.23			0.7934


			Male, smoker												0.08			0.08			-0.08			0.25			1.09			0.92			1.28			0.3243


			Male, non-smoker												Reference			 .									Reference									.





			Lymphocyte


			Formaldehyde			0.03			1.03			0.4207			0.02			0.04			-0.06			0.11			1.02			0.95			1.11			0.5524


			Female, non-smoker												-0.07			0.11			-0.30			0.15			0.93			0.74			1.16			0.5209


			Male, smoker												0.11			0.08			-0.04			0.27			1.12			0.96			1.31			0.1689


			Male, non-smoker												Reference			 .									Reference									.





			Monocyte


			Formaldehyde			-0.02			0.98			0.6729			-0.05			0.05			-0.14			0.05			0.95			0.87			1.05			0.3378


			Female, non-smoker												-0.33			0.13			-0.59			-0.06			0.72			0.55			0.94			0.0195


			Male, smoker												0.22			0.09			0.03			0.40			1.24			1.03			1.50			0.0268


			Male, non-smoker												Reference			 .									Reference									.





			Granulocyte


			Formaldehyde			0.01			1.01			0.8551			0.01			0.06			-0.11			0.13			1.01			0.89			1.14			0.8999


			Female, non-smoker												0.03			0.17			-0.30			0.36			1.03			0.74			1.43			0.8686


			Male, smoker												0.07			0.12			-0.17			0.30			1.07			0.84			1.35			0.5853


			Male, non-smoker												Reference			 .									Reference									.





			RBC


			Formaldehyde			0.02			1.02			0.4006			0.01			0.01			-0.01			0.03			1.01			0.99			1.04			0.4169


			Female, non-smoker												-0.23			0.03			-0.30			-0.16			0.80			0.74			0.85			<.0001


			Male, smoker												-0.03			0.02			-0.08			0.01			0.97			0.92			1.01			0.1803


			Male, non-smoker												Reference			 .									Reference									.





			Hemoglobin


			Formaldehyde			0.03			1.03			0.1475			0.02			0.01			-0.01			0.05			1.02			0.99			1.05			0.1512


			Female, non-smoker												-0.19			0.04			-0.26			-0.11			0.83			0.77			0.89			<.0001


			Male, smoker												-0.00			0.03			-0.05			0.05			1.00			0.95			1.05			0.9836


			Male, non-smoker												Reference			 .									Reference									.





			MCV


			Formaldehyde			0.01			1.01			0.2942			0.01			0.01			-0.01			0.03			1.01			0.99			1.03			0.3639


			Female, non-smoker												0.02			0.03			-0.04			0.08			1.02			0.96			1.09			0.4523


			Male, smoker												0.04			0.02			-0.00			0.08			1.04			1.00			1.08			0.0802


			Male, non-smoker												Reference			 .									Reference									.





			Platelet 


			Formaldehyde			-0.00			1.00			0.938			-0.00			0.04			-0.09			0.08			1.00			0.92			1.08			0.9403


			Female, non-smoker												0.00			0.12			-0.22			0.23			1.00			0.80			1.26			0.9697


			Male, smoker												0.00			0.08			-0.16			0.16			1.00			0.85			1.18			0.9816


			Male, non-smoker												Reference			 .									Reference			1.00			1.00			.








Unadjusted models - cat


			n=94 because we have added the unexposed back in			Un-Adjusted 
Ln β			Un-Adjusted 
e^(Ln β)			Un-Adjusted 
p value 			UNadjusted 
Ln β			SE			Lower 95% CI 
of Ln β 			Upper 95% CI of Ln β 			UNadjusted 
e^(Ln β)			Lower 95% CI 
of e^(Ln β)			Upper 95% CI 
of e^(Ln β) 			UNadjusted 
p value 





			WBC


			Formaldehyde


			    1.3+ ppm												-0.15			0.06			-0.27			-0.03			0.86			0.76			0.97			0.0178


			    Less than 1.3 ppm												-0.16			0.06			-0.27			-0.04			0.85			0.76			0.96			0.0087


			    Unexposed												Reference			 .									Reference


			Female, non-smoker


			Male, smoker


			Male, non-smoker





			Lymphocyte


			Formaldehyde


			    1.3+ ppm												-0.22			0.07			-0.36			-0.08			0.80			0.70			0.92			0.0025


			    Less than 1.3 ppm												-0.18			0.07			-0.31			-0.05			0.83			0.73			0.95			0.008


			    Unexposed												Reference			 .									Reference


			Female, non-smoker


			Male, smoker


			Male, non-smoker





			Monocyte


			Formaldehyde


			    1.3+ ppm												-0.09			0.10			-0.28			0.11			0.92			0.76			1.11			0.3899


			    Less than 1.3 ppm												-0.15			0.09			-0.33			0.04			0.86			0.72			1.04			0.1236


			    Unexposed												Reference			 .									Reference


			Female, non-smoker


			Male, smoker


			Male, non-smoker





			Granulocyte


			Formaldehyde


			    1.3+ ppm												-0.12			0.08			-0.28			0.04			0.89			0.76			1.04			0.1389


			    Less than 1.3 ppm												-0.15			0.08			-0.30			-0.00			0.86			0.74			1.00			0.0479


			    Unexposed												Reference			 .									Reference


			Female, non-smoker


			Male, smoker


			Male, non-smoker





			RBC


			Formaldehyde


			    1.3+ ppm												-0.06			0.03			-0.12			-0.00			0.94			0.89			1.00			0.0381


			    Less than 1.3 ppm												-0.06			0.03			-0.11			-0.01			0.94			0.89			0.99			0.0332


			    Unexposed												Reference			 .									Reference


			Female, non-smoker


			Male, smoker


			Male, non-smoker





			Hemoglobin


			Formaldehyde


			    1.3+ ppm												-0.00			0.03			-0.06			0.05			1.00			0.94			1.05			0.911


			    Less than 1.3 ppm												-0.03			0.03			-0.08			0.02			0.97			0.92			1.02			0.2474


			    Unexposed												Reference			 .									Reference									 .


			Female, non-smoker


			Male, smoker


			Male, non-smoker





			MCV


			Formaldehyde


			    1.3+ ppm												0.06			0.02			0.02			0.11			1.06			1.02			1.11			0.0067


			    Less than 1.3 ppm												0.03			0.02			-0.01			0.07			1.03			0.99			1.07			0.2014


			    Unexposed												Reference			 .									Reference									 .


			Female, non-smoker


			Male, smoker


			Male, non-smoker





			Platelet 


			Formaldehyde


			    1.3+ ppm												-0.10			0.06			-0.22			0.03			0.91			0.80			1.03			0.1321


			    Less than 1.3 ppm												-0.16			0.06			-0.28			-0.04			0.85			0.76			0.96			0.0112


			    Unexposed												Reference			 .									Reference									 .


			Female, non-smoker


			Male, smoker


			Male, non-smoker
















































































































































































Adj models - cat thal


			n=89 because we have added the unexposed back in, but excluded those with thal			Un-Adjusted 
Ln β			Un-Adjusted 
e^(Ln β)			Un-Adjusted 
p value 			Adjusted 
Ln β			SE			Lower 95% CI 
of Ln β 			Upper 95% CI of Ln β 			Adjusted 
e^(Ln β)			Lower 95% CI 
of e^(Ln β)			Upper 95% CI 
of e^(Ln β) 			Adjusted 
p value 





			RBC


			Formaldehyde


			    1.3+ ppm												-0.05			0.02			-0.09			-0.01			0.95			0.92			0.99			0.0091


			    Less than 1.3 ppm												-0.05			0.02			-0.08			-0.01			0.95			0.92			0.99			0.012


			    Unexposed												Reference			 .									Reference


			Female, non-smoker												-0.23			0.02			-0.27			-0.18			0.80			0.76			0.83			<.0001


			Male, smoker												-0.04			0.02			-0.07			-0.01			0.96			0.93			0.99			0.0255


			Male, non-smoker												Reference			 .									Reference





			MCV


			Formaldehyde


			    1.3+ ppm												0.03			0.01			0.01			0.06			1.03			1.01			1.06			0.0019


			    Less than 1.3 ppm												0.02			0.01			-0.00			0.04			1.02			1.00			1.04			0.0583


			    Unexposed												Reference			 .									Reference


			Female, non-smoker												0.03			0.01			0.00			0.05			1.03			1.00			1.06			0.0336


			Male, smoker												0.04			0.01			0.02			0.05			1.04			1.02			1.06			0.0003


			Male, non-smoker												Reference			 .									Reference



















































































































































































Adjusted models - cat


			n=94 because we have added the unexposed back in			Un-Adjusted 
Ln β			Un-Adjusted 
e^(Ln β)			Un-Adjusted 
p value 			Adjusted 
Ln β			SE			Lower 95% CI 
of Ln β 			Upper 95% CI of Ln β 			Adjusted 
e^(Ln β)			Lower 95% CI 
of e^(Ln β)			Upper 95% CI 
of e^(Ln β) 			Adjusted 
p value 





			WBC


			Formaldehyde


			    1.3+ ppm												-0.16			0.06			-0.28			-0.05			0.85			0.76			0.96			0.0078


			    Less than 1.3 ppm												-0.14			0.06			-0.25			-0.03			0.87			0.78			0.97			0.0163


			    Unexposed												Reference			 .									Reference									 .


			Female, non-smoker												-0.12			0.07			-0.26			0.03			0.89			0.77			1.03			0.1149


			Male, smoker												0.09			0.05			-0.01			0.19			1.10			0.99			1.21			0.0703


			Male, non-smoker												Reference			 .									Reference									 .





			Lymphocyte


			Formaldehyde


			    1.3+ ppm												-0.23			0.07			-0.37			-0.10			0.79			0.69			0.90			0.0009


			    Less than 1.3 ppm												-0.16			0.07			-0.29			-0.04			0.85			0.75			0.96			0.0139


			    Unexposed												Reference			 .									Reference									 .


			Female, non-smoker												-0.16			0.08			-0.32			0.01			0.85			0.73			1.01			0.0611


			Male, smoker												0.08			0.06			-0.03			0.20			1.09			0.97			1.22			0.153


			Male, non-smoker												Reference			 .									Reference									 .





			Monocyte


			Formaldehyde


			    1.3+ ppm												-0.12			0.08			-0.29			0.04			0.89			0.75			1.04			0.1521


			    Less than 1.3 ppm												-0.10			0.08			-0.26			0.06			0.90			0.77			1.06			0.2189


			    Unexposed												Reference			 .									Reference									 .


			Female, non-smoker												-0.40			0.10			-0.60			-0.20			0.67			0.55			0.82			0.0002


			Male, smoker												0.22			0.07			0.08			0.36			1.24			1.08			1.43			0.003


			Male, non-smoker												Reference			 .									Reference									 .





			Granulocyte


			Formaldehyde


			    1.3+ ppm												-0.13			0.08			-0.29			0.03			0.88			0.75			1.03			0.1048


			    Less than 1.3 ppm												-0.14			0.08			-0.29			0.01			0.87			0.75			1.01			0.0755


			    Unexposed												Reference			 .									Reference									 .


			Female, non-smoker												-0.06			0.10			-0.25			0.13			0.94			0.78			1.14			0.5414


			Male, smoker												0.09			0.07			-0.04			0.23			1.10			0.96			1.25			0.1794


			Male, non-smoker												Reference			 .									Reference									 .





			RBC


			Formaldehyde


			    1.3+ ppm												-0.06			0.02			-0.11			-0.02			0.94			0.90			0.98			0.0034


			    Less than 1.3 ppm												-0.06			0.02			-0.10			-0.02			0.94			0.91			0.98			0.0069


			    Unexposed												Reference			 .									Reference									 .


			Female, non-smoker												-0.22			0.03			-0.27			-0.17			0.80			0.76			0.84			<.0001


			Male, smoker												-0.04			0.02			-0.08			-0.00			0.96			0.93			1.00			0.0306


			Male, non-smoker												Reference			 .									Reference									 .





			Hemoglobin


			Formaldehyde


			    1.3+ ppm												-0.01			0.02			-0.05			0.03			0.99			0.95			1.03			0.6384


			    Less than 1.3 ppm												-0.02			0.02			-0.06			0.01			0.98			0.94			1.01			0.2203


			    Unexposed												Reference			 .									Reference									 .


			Female, non-smoker												-0.20			0.02			-0.25			-0.15			0.82			0.78			0.86			<.0001


			Male, smoker												-0.01			0.02			-0.04			0.02			0.99			0.96			1.03			0.5859


			Male, non-smoker												Reference			 .									Reference									 .





			MCV


			Formaldehyde


			    1.3+ ppm												0.06			0.02			0.02			0.10			1.06			1.02			1.11			0.0091


			    Less than 1.3 ppm												0.03			0.02			-0.01			0.07			1.03			0.99			1.08			0.1353


			    Unexposed												Reference			 .									Reference									 .


			Female, non-smoker												0.02			0.03			-0.03			0.07			1.02			0.97			1.08			0.3967


			Male, smoker												0.04			0.02			0.00			0.07			1.04			1.00			1.08			0.0526


			Male, non-smoker												Reference			 .									Reference									 .





			Platelet 


			Formaldehyde


			    1.3+ ppm												-0.10			0.06			-0.22			0.03			0.91			0.80			1.03			0.1447


			    Less than 1.3 ppm												-0.16			0.06			-0.28			-0.04			0.85			0.75			0.96			0.0116


			    Unexposed												Reference			 .									Reference									 .


			Female, non-smoker												0.04			0.08			-0.11			0.19			1.04			0.89			1.22			0.5996


			Male, smoker												-0.00			0.06			-0.11			0.10			1.00			0.89			1.11			0.9465


			Male, non-smoker												Reference			 .									Reference									 .
















































































































































































Table 5 - Gentry Upd


						Monosomy 7																														Trisomy 8


						Exposed															Unexposed															Exposed															Unexposed


						Number			Number			%									Number			Number			%									Number			Number			%									Number			Number			%


			Subject			detected			analyzed			detected			FA PPM			Smoker?			detected			analyzed			detected			FA PPM			Smoker?			detected			analyzed			detected			FA PPM			Smoker?			detected			analyzed			detected			FA PPM			Smoker?


			1			11			274			4.0			2.29			1			19			288			6.6			0.01			1			2			192			1.0			2.00			1			2			226			0.9			0.03			0


			2			15			132			11.4			2.00			1			10			272			3.7			0.03			0			4			180			2.2			2.29			1			2			215			0.9			0.03			0


			3			20			123			16.3			2.60			1			10			260			3.8			0.03			1			4			173			2.3			2.60			1			2			197			1.0			0.01			0


			4			4			109			3.7			5.61			0			8			163			4.9			0.03			0			1			149			0.7			2.68			1			1			94			1.1			0.01			0


			5			4			101			4.0			1.38			0			6			140			4.3			0.03			1			0			139			0.0			5.61			0			0			91			0.0			0.03			0


			6			3			95			3.2			1.94			0			2			78			2.6			0.03			0			0			108			0.0			1.94			0			0			83			0.0			0.03			0


			7			9			76			11.8			2.68			1			1			71			1.4			0.03			0			2			78			2.6			1.99			0			0			69			0.0			0.03			1


			8			13			61			21.3			1.38			0			9			70			12.9			0.01			0			2			61			3.3			2.32			0			0			67			0.0			0.01			0


			9			10			50			20.0			1.99			0			4			49			8.2			0.01			0			0			53			0.0			1.38			0			0			37			0.0			0.03			0


			10			6			39			15.4			2.32			0			0			24			0.0			0.01			0			0			33			0.0			1.38			0			0			25			0.0			0.03			1


			11																		2			20			10.0			0.03			1																		0			22			0.0			0.01			0


			12																		1			18			5.6			0.03			1																		0			21			0.0			0.03			1





Robinan used 150 and 80 as cutoffs.
In our meeting, we discussed 150 and 100.
Do we want to use 80 like Robinan or 100?





scatterplot - mono 7 upd


			id			formaldehyde			smoke			meets protocol			fa_ppm			Proportion			CM7_1n			CM7_Tn


																		Non-smoker, meets protocol (≥150 cells)


			10900			0			0			1			0.02621			4.9079754601			8			163


			10970			0			0			1			0.02621			3.6764705882			10			272


																		Non-smoker, does not meet protocol (<150 cells)


			10070			1			0			2			4			3.6697247706			4			109			5.61402


			10460			1			0			2			1.37657			3.9603960396			4			101


			10610			1			0			2			1.93882			3.1578947368			3			95


			10890			0			0			3			0.02621			2.5641025641			2			78


			10910			0			0			3			0.02621			1.4084507042			1			71


			11120			0			0			3			0.01458			12.8571428571			9			70


			11240			0			0			3			0.01458			8.1632653061			4			49


			11500			0			0			3			0.01458			0			0			24


			10150			1			0			3			1.9897			20			10			50


			10190			1			0			3			2.32133			15.3846153846			6			39


			10590			1			0			3			1.37963			21.3114754098			13			61


																		Smoker, meets protocol (≥150 cells)


			10790			0			1			1			0.00849			6.5972222222			19			288


			10950			0			1			1			0.02621			3.8461538462			10			260


			10400			1			1			1			2.28837			4.0145985401			11			274


																		Smoker, does not meet protocol (<150 cells)


			10030			1			1			2			1.99965			11.3636363636			15			132


			10940			0			1			2			0.02621			4.2857142857			6			140


			10160			1			1			2			2.59583			16.2601626016			20			123


			10700			0			1			3			0.02621			10			2			20


			11140			0			1			3			0.02621			5.5555555556			1			18


			10120			1			1			3			2.67518			11.8421052632			9			76





Chromosome 7


Smoker, meets protocol (≥150 cells)	8.4899999999999993E-3	2.6210000000000001E-2	2.28837	6.5972222222222223	3.8461538461538463	4.0145985401459852	Smoker, does not meet protocol (	<	150 cells)	1.9996499999999999	2.6210000000000001E-2	2.5958299999999999	2.6210000000000001E-2	2.6210000000000001E-2	2.6751800000000001	11.363636363636363	4.2857142857142856	16.260162601626014	10	5.5555555555555554	11.842105263157894	#REF!	2.6210000000000001E-2	2.6210000000000001E-2	2.6751800000000001	10	5.5555555555555554	11.842105263157894	Non-smoker, meets protocol (≥150 cells)	2.6210000000000001E-2	2.6210000000000001E-2	4.9079754601226995	3.6764705882352944	Non-smoker, does not meet protocol (	<	150 cells)	4	1.3765700000000001	1.93882	2.6210000000000001E-2	2.6210000000000001E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.9897	2.3213300000000001	1.3796299999999999	3.669724770642202	3.9603960396039604	3.1578947368421053	2.5641025641025639	1.4084507042253522	12.857142857142856	8.1632653061224492	0	20	15.384615384615385	21.311475409836063	#REF!	2.6210000000000001E-2	2.6210000000000001E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.9897	2.3213300000000001	1.3796299999999999	2.5641025641025639	1.4084507042253522	12.857142857142856	8.1632653061224492	0	20	15.384615384615385	21.311475409836063	Formaldehyde (ppm)


Monosomy frequency (%)





scatterplot - trisomy 8 upd


			id			formaldehyde			smoke			Meets protocol			fa_ppm			Proportion			CM8_3n			CM8_Tn


																		Non-smoker, meets protocol (≥150 cells)


			10970			0			0			1			0.03			0.88			2			226


																		Non-smoker, does not meet protocol (<150 cells)


			10070			1			0			2			4.00			0.00			0			139			5.61


			10610			1			0			2			1.94			0.00			0			108


			10890			0			0			2			0.03			0.00			0			83


			10900			0			0			2			0.03			0.00			0			91


			11120			0			0			2			0.01			1.06			1			94


			10910			0			0			3			0.03			0.00			0			37


			11240			0			0			3			0.01			0.00			0			67


			11500			0			0			3			0.01			0.00			0			22


			10150			1			0			3			1.99			2.56			2			78


			10190			1			0			3			2.32			3.28			2			61


			10460			1			0			3			1.38			0.00			0			33


			10590			1			0			3			1.38			0.00			0			53


																		Smoker, meets protocol (≥150 cells)


			10790			0			1			1			0.01			1.02			2			197


			10950			0			1			1			0.03			0.93			2			215


			10030			1			1			1			2.00			1.04			2			192


			10160			1			1			1			2.60			2.31			4			173


			10400			1			1			1			2.29			2.22			4			180


																		Smoker, does not meet protocol (<150 cells)


			10120			1			1			2			2.68			0.67			1			149


			10700			0			1			3			0.03			0.00			0			25


			10940			0			1			3			0.03			0.00			0			69


			11140			0			1			3			0.03			0.00			0			21











Chromosome 8


Smoker, meets protocol (≥150 cells)	8.4899999999999993E-3	2.6210000000000001E-2	1.9996499999999999	2.5958299999999999	2.28837	1.015228426395939	0.93023255813953487	1.0416666666666665	2.3121387283236992	2.2222222222222223	Smoker, does not meet protocol (	<	150 cells)	2.6751800000000001	2.6210000000000001E-2	2.6210000000000001E-2	2.6210000000000001E-2	0.67114093959731547	0	0	0	#REF!	2.6210000000000001E-2	2.6210000000000001E-2	2.6210000000000001E-2	0	0	0	Non-smoker, meets protocol (≥150 cells)	2.6210000000000001E-2	0.88495575221238942	Non-smoker, does not meet protocol (	<	150 cells)	4	1.93882	2.6210000000000001E-2	2.6210000000000001E-2	1.4579999999999999E-2	2.6210000000000001E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.9897	2.3213300000000001	1.3765700000000001	1.3796299999999999	0	0	0	0	1.0638297872340425	0	0	0	2.5641025641025639	3.278688524590164	0	0	#REF!	2.6210000000000001E-2	1.4579999999999999E-2	1.4579999999999999E-2	1.9897	2.3213300000000001	1.3765700000000001	1.3796299999999999	0	0	0	2.5641025641025639	3.278688524590164	0	0	Formaldehyde (ppm)


Trisomy frequency (%)





Sheet1


						female, not exposed, nonsmokers									female, exposed, nonsmokers


						(sex=0 formaldehyde=0)									(sex=0 formaldehyde=1)


						N			Mean			Std Dev			N			Mean			Std Dev			P value


			WBC			7			5064.3			842.6			6			5010			1135.1			0.923


			lymphocyte			7			1750			363.2			6			1561.7			193			0.2804


			monocyte			7			280			101.8			6			280			89.2			1


			granulocyte			7			3034.3			819.4			6			3168.3			1188.9			0.8148


			RBC			7			4234.3			470.1			6			3890			271.5			0.1432


			hemoglobin			7			12.2			0.9			6			12.1			0.9			0.9092


			mcv			7			87.8			10			6			91.2			3			0.4459


			platelet			7			2327.1			506.3			6			1950			526.9			0.2154





						male, not exposed, nonsmokers									male, exposed, nonsmokers


						(sex=1 formaldehyde=0)									(sex=1 formaldehyde=1)


						N			Mean			Std Dev			N			Mean			Std Dev


			WBC			21			6093.3			1003.9			19			5207.4			1130.4			0.0124


			lymphocyte			21			2208.1			507.5			19			1725.3			441.4			0.0028


			monocyte			21			442.8571			147.5			19			388.9			122.7			0.2192


			granulocyte			21			3442.4			792.8			19			3093.2			993.9			0.2247


			RBC			21			5240.5			481.3			19			4899.5			338.3			0.0143


			hemoglobin			21			15.1			1.1			19			14.6			1			0.1995


			mcv			21			85.8			8.4			19			89.3			4.1			0.109


			platelet			21			2217.6			676.5			19			1913.2			327.4			0.083





						male, not exposed, smokers									male, exposed, smokers


						(sex=1 formaldehyde=0)									(sex=1 formaldehyde=1)


						N			Mean			Std Dev			N			Mean			Std Dev


			WBC			23			6796.5			1645.1			18			5785.6			1947.2			0.0793


			lymphocyte			23			2343.9			657.8			18			1939.4			489.9			0.0356


			monocyte			23			562.2			207.1			18			475.6			129.6			0.1291


			granulocyte			23			3890.4			1023.4			18			3370.6			1549.8			0.2044


			RBC			23			4988.3			417.2			18			4751.7			362.5			0.0639


			hemoglobin			23			14.8			1.1			18			14.7			1.3			0.744


			mcv			23			89			5.9			18			93.2			7			0.0458


			platelet			23			2177.8			432.8			18			1976.7			651.9			0.2432
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June 2, 2010, EPA announced the release of the Draft 
Toxicological Review of Formaldehyde-Inhalation Assessment


USEPA 2010 Draft 
Formaldehyde IRIS 


Assessment


LHP Conclusions:
• Weight-of-evidence analysis – causal relationships 


between formaldehyde exposure and all LHP 
cancers as a group, all leukemias as a group and all 
myeloid leukemias as a group


• Epidemiologic evidence – considered supportive of 
a causal association between formaldehyde 
exposure and both Hodgkin lymphoma and 
multiple myeloma


• Mode of action – dependent upon hematological 
and genetic results reported by Zhang et al. 
(2010); results need to be extended and repeated


• Dose-response assessment – Beane-Freeman et al. 
(2009) judged to have exposure-response data 
adequate for the derivation of unit risk estimates
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NAS 2011 Provides recommendations on Draft 
IRIS assessment relevant to LHPs


• Animal Evidence
– Paucity of evidence for LHPs from animal models 


• Epidemiological Evidence
– Use specific diagnoses available
– Re-evaluate peak vs. cumulative dose-metric
– Define strengths, weaknesses, and inconsistencies of key studies
– Justify use of Beane-Freeman et al. (2009)


• Mode of Action
– Revisit arguments that support causality
– Improve understanding of endogenous formaldehyde
– Reconcile divergent statement regarding systemic delivery
– data insufficient for cytogenetic effects at distant sites
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NAS Recommendations relevant to LHPs (cont’d)


• Quantitative Analyses
– Independent analysis needed
– Alternative extrapolation models needed
– BBDR modelling should be used


• Evidence Integration
“EPA’s approach to weight of evidence should include “a single integrative step 
after assessing all of the individual lines of evidence”.  Although a synthesis and 
summary are provided, the process that EPA used to weigh different lines of 
evidence and how that evidence was integrated into a final conclusion are not 
apparent in the draft assessment and should be made clear in the final version.”
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Integration of Evidence for LHPs


USEPA 2011 Draft 
Formaldehyde IRIS 


AssessmentDose
Response


Assessment


Mode
of 


Action


Epi 
Evidence


Animal 
Evidence


Lymphohematopoietic cancers - “…absence of a causal framework for these cancers 
is particularly problematic given the inconsistencies in the epidemiologic data, 


the weak animal data, and the lack of mechanistic data.”
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New Animal Evidence
NAS Comment: Paucity of Evidence


• Morgan et al. 2014
– No cases of leukemia or lymphohematopoietic neoplasia were seen. 


Formaldehyde inhalation did not cause leukemia in genetically 
predisposed C3B6.129F1-Trp53tm1Brd mice.


• Morgan et al. 2015
– Formaldehyde inhalation did not cause leukemia or 


lymphohematopoietic neoplasia in genetically predisposed p53-
Haploinsufficient mice.


• Attempts to publish these results have been unsuccessful; 
however, in an October 17, 2016 response to a letter from ACC 
urging publication of these reports, Dr. Linda Birnbaum stated, 
“All things considered, an NTP Research Report seems like a 
good solution.”
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New Epidemiological Evidence
NAS Recommendation: Use specific diagnoses


• Checkoway et al. (2015) received original study data from NCI, 
verified original results of Beane Freeman et al. 2009 and 
conducted additional analyses that separated myeloid leukemias
into acute myeloid leukemias (AMLs) and chronic myeloid 
leukemias (CML).


• Associations seen between formaldehyde exposure and Hodgkin 
lymphoma and chronic myeloid leukemia (CML) have not been 
observed in other studies and are not considered plausible. 


• No other LHP malignancy was associated with either chronic or 
peak exposure to formaldehyde.
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No excess mortality from AML or CML observed


Checkoway et al. 2015 Beane Freeman et al. 2009


Non-exposed (n=3,136) Exposed (n=22,483) Non-exposed (n=3,108) Exposed (n=22,511)


Obs SMR (95% CI) Obs SMR (95% CI) Obs SMR (95% CI) Obs SMR (95% CI)


Myeloid 
leukemia


4 0.69 (0.19-1.76) 44* 0.86 (0.64-1.16) 4 0.65 (0.35–1.74) 44 0.90 (0.67–1.21)


AML 4 0.93 (0.25-2.37) 30 0.80 (0.56-1.14) NR NR


CML 0 13 0.97 (0.56-1.67) NR NR


US mortality rates used as the reference


*One death was coded to ICD-8 205.9, unspecified myeloid leukemia.
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Association between peak exposure and mortality 
from most specific diagnosis available 


(Checkoway et al. 2015)


No peak ≥2.0 to < 4.0 ppm ≥4.0 ppm


Diagnosis Obs HR (95% CI) Obs HR (95% CI) Obs HR (95% CI) P trend


Hodgkin 
lymphoma


15 1.0 (referent) 5 2.18 (0.77-6.19) 7 3.38 (1.30-8.81) 0.01


Myeloid 
leukemia


27 1.0 (referent) 11 2.09 (1.03–4.26) 10 1.80 (0.85–3.79) 0.06


AML 21 1.0 (referent) 7 1.71 (0.72–4.07) 6 1.43 (0.56–3.63) 0.31


CML 6 1.0 (referent) 3 2.62 (0.64–10.66) 4 3.07 (0.83–11.40) 0.07
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No increased risk of AML is seen in relation to 
occupational exposure to formaldehyde
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New Epidemiological Evidence
NAS Comment: Re-evaluate peak vs. 


cumulative dose metric


• Checkoway et al. 2015 evaluated peak exposure and reported time 
since first and time since last peak exposure
– Among the 13 of 34 AML deaths in the full cohort with peak exposures more 


than 2.0 ppm, only four worked in jobs with peaks within the 20 years 
preceding death


– Only one AML death occurred (similar to expected) within the typical latency 
window of 2 to 15 years.
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New Mode of Action Evidence
NAS Comment: Revisit arguments that support 


causality
• Zhang et al. 2010


– reported significant changes* in blood parameters (WBC, lymphocyte, 
platelets, RBC counts) and increased frequency of aneuploidy in 
cultures of cells in vitro between exposed and unexposed workers.


• Conclusions:
“…formaldehyde exposure can have an adverse effect on the 
hematopoietic system and that leukemia induction by 
formaldehyde is biologically plausible, which heightens 
concerns about its leukemogenic potential from occupational 
and environmental exposures.”  (emphasis added)


*Actually, study was a cross-sectional design that reported differences in blood parameters between exposed workers 
and unexposed workers at one point in time. Changes in blood parameters over time were not investigated. 
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New Mode of Action Evidence
NAS Comment: Revisit arguments that support 


causality


• Gentry et al. (2013) re-analyzed data obtained via FOIA, not including 
withheld individual exposure estimates, suggesting other factors may 
have contributed to effects, which also may have arisen in vitro rather 
than in vivo. 
– significant methodological limitations identified (e.g., failure to follow 


study protocol) raised serious questions about whether this evidence 
provides support for a causal relationship between formaldehyde 
exposure and leukemia or lymphoid malignancies.
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New Mode of Action Evidence
NAS Comment: Revisit arguments that support 


causality


• Mundt et al. (submitted) re-analyzed FOIA data including individual 
exposure data obtained via DTA from NCI
– Comparing exposed to unexposed – Analyses indicated few 


relationships between effects reported and formaldehyde exposure.  
The direction of some differences was opposite of what would be 
expected if caused by a toxic exposure.


– Correlation among exposed – no correlation with formaldehyde 
exposure was seen for any parameter; sex and smoking were 
predictive of several differences in the blood measures.


– Evaluation of aneuploidies – No relationship between formaldehyde 
exposure and monosomy 7 or trisomy 8 were seen – even assuming 
protocol had been followed properly.
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Association between formaldehyde exposure and 
WBC and RBC counts and components


Exposure Blood Count
Adjusted RR


95% CI †p-value Blood Count
Adjusted RR


95% CI †p-value


Unexposed
<1.3 ppm
≥1.3 ppm


WBC
1.00


*0.87
*0.85


0.78-0.97
0.76-0.96 0.943


RBC
1.00


*0.94
*0.94


0.91-0.98
0.90-0.98 0.947


Unexposed
<1.3 ppm
≥1.3 ppm


Lymphocytes
1.00


*0.85
*0.79


0.75-0.96
0.69-0.90 0.660


Hemoglobin
1.00
0.98
0.99


0.94-1.01
0.95-1.03 0.818


Unexposed
<1.3 ppm
≥1.3 ppm


Monocytes
1.00
0.90
0.89


0.77-1.06
0.75-1.04 0.973


MCV
1.00
1.03
1.06


0.99-1.08
1.02-1.11 0.550


Unexposed
<1.3 ppm
≥1.3 ppm


Granulocytes
1.00
0.87
0.88


0.75-1.01
0.75-1.03 0.997


Platelets
1.00


*0.85
0.91


0.75-0.96
0.80-1.03 0.674


†Comparison between exposed categories
*p<0.05 compared with unexposed
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Trisomy 8
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Dose-Response Assessment
NAS Recommendation: Independent Analyses


• Van Landingham et al. (2016) 
– Using the original data from the key study (Beane Freeman et al. 2009), 


focused on duplication of the draft inhalation unit risk (IUR) and addressed 
comments from NAS regarding inputs and assumptions


• Conclusions
– “Overall, documentation of the methods lacked sufficient detail to allow for 


replication of the unit risk estimates, specifically for Hodgkin lymphoma and 
leukemias, the key systemic endpoints selected by IRIS.  The lack of apparent 
exposure-response relationships for selected endpoints, raises the question 
whether quantitative analyses are appropriate for these endpoints, and if so, 
how results are to be interpreted.”
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Comparison of modelling statistics from Van Landingham et al. 
2016 to statistics reported in USEPA (2010)


Cox 
Regression


Logistic Regression Poisson Regression
USEPA 
(2010)


p-value a R2 LR p-
valueb p-value a


LR p-
valueb p-value a p-value


Hodgkin 
lymphoma (201)


0.013 0.0133 0.098 0.019 0.09 0.037 0.06


Leukemia (204 –
207)


0.058 0.0017 0.35 0.055 0.003 <0.001 0.08


Leukemia (204 –
207, excluding 
204.1)


0.239 0.0011 0.64 0.206 0.034 0.013 ---


Acute myeloid 
leukemia (205.0)


0.844 0.0016 0.82 0.869 0.81 0.80 ---


a p-values reflect the precision of any association between exposure and response, and show the probability that the beta value is 
not significantly different from zero. P-values < 0.05 indicate that the beta parameter is significantly different from zero.


b The likelihood ratio p-values of difference between a null and dose-dependent model (e.g. test of β=0) where small p-
values reject the hypothesis that β=0. .. 
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Relative risk for Hodgkin lymphoma based on peak 
exposure from Poisson model stratified by calendar year, 


age, sex, and race and adjusted for pay category


Van Landingham et al. 
2016


Beane Freeman et al. 
2009


Subjects
Person-


years Deaths RR CI RR CI


0 3,139 104,386 2 3.32 0.60-18.26 0.67 0.12-3.60


0 to 2 10,302 415,987 6 1.0 Referent 1.0 Referent


2 to 4 6,010 254,723 8 0.76 0.30-1.89 3.30 1.04-10.50


≥4 ppm 6,198 256,618 11 2.96 0.94-9.27 3.96 1.31-12.02


p trend1 (reported by Beane Freeman) 0.01


p trend2 (reported by Beane Freeman) 0.004


log likelihood (reported by Van Landingham) -309.87


p-value3 (reported by Van Landingham) 0.04


1Two-sided likelihood ratio test (1 df ) of zero slope for continuous formaldehyde exposure among exposed person-years only.
2 Two-sided likelihood ratio test (1 df ) of zero slope for continuous formaldehyde exposure among unexposed and exposed person-years.
3 Two-sided likelihood ratio test  
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Relative risk for all leukemias based on peak exposure 
from Poisson model stratified by calendar year, age, sex, 


and race and adjusted for pay category


Van Landingham et al. 
2016


Beane Freeman et al. 
2009


Subjects
Person-


years Deaths RR CI RR CI


0 3,139 104,386 2 1.83 0.76-4.40 0.59 0.25-1.36


0 to 2 10,302 415,987 6 1.0 Referent 1.0 Referent


2 to 4 6,010 254,723 8 0.58 0.36-0.93 0.98 0.60-1.62


≥4 ppm 6,198 256,618 11 1.07 0.66-1.75 1.42 0.92-2.18


p trend1 (reported by Beane Freeman) 0.12


p trend2 (reported by Beane Freeman) 0.02


log likelihood (reported by Van Landingham) -1177.94


p-value3 (reported by Van Landingham) 0.004


1Two-sided likelihood ratio test (1 df ) of zero slope for continuous formaldehyde exposure among exposed person-years only.
2 Two-sided likelihood ratio test (1 df ) of zero slope for continuous formaldehyde exposure among unexposed and exposed person-years.
3 p-value for the likelihood ratio chi square test 
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Comparison of Estimated Cases from the Poisson Regression model to 
number of cases of Leukemias Observed at the end of follow-up period in 
the Beane Freeman et al. (2009) study.  Observed and Predicted Results 


Over Full Observed Exposure Range
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Dose-Response Assessment
NAS Recommendation: Independent Analyses


• Van Landingham et al. 2016
– Large variability in the low dose region which is poorly fit 


by models
– Unable to reproduce the Beta values reported in USEPA 


(2010)
– Inconsistencies between life table instructions in USEPA 


(2010) and life table results reported
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NAS 2011 Comments/Data Gaps


Addressing the NAS Comments provides increasing evidence of a lack of a causal association 
between formaldehyde exposure and lymphohematopoietic cancers
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New Animal Evidence


NAS Recommendation Addressed by


Data gap: Paucity of 
evidence for LHP from 
animal models


Morgan et al. (2015)
• No cases of leukemia or lymphohematopoietic neoplasia were seen. 


Formaldehyde inhalation did not cause leukemia in genetically 
predisposed C3B6.129F1-Trp53tm1Brd mice.


Morgan et al. (2014)
• Formaldehyde inhalation did not cause leukemia or 


lymphohematopoietic neoplasia in genetically predisposed p53-
Haploinsufficient mice. 


25







New Epidemiological Evidence


NAS 
Recommendation


Addressed by


Define strengths, 
weaknesses, and 
inconsistencies of key 
studies


Checkoway et al. 2012
• A critical review of the epidemiological literature indicated no consistent or strong 


epidemiologic evidence that formaldehyde is causally related to any lymphohematopoetic
malignancies. The absence of established toxicological mechanisms further weakens any 
arguments for causation.


Use specific 
diagnoses available


Checkoway et al. 2015
• New analyses of the NCI formaldehyde workers cohort specifically for AML are reported.  Results 


do not support the hypothesis that formaldehyde causes AML. 
• Associations seen between formaldehyde exposure and Hodgkin leukemia and chronic myeloid 


leukemia (CML) have not been observed in other studies and are not considered plausible. 
Boffetta et al. 2016


• Some prominent recent evaluations have concluded that formaldehyde is leukemogenic, 
especially for the myeloid types1,12.


• However, overall evidence from studies specifically examining occupational exposure to 
formaldehyde and AML demonstrates no clear or consistent increased risk of AML. The meta-RR 
estimates are not statistically significantly elevated, and the null findings were tolerant to 
various sensitivity tests, including omitting the most influential study.


• Given the lack of animal studies demonstrating leukemogenicity, a lack of direct evidence for a 
mode of action and compelling new experimental evidence that formaldehyde is incapable of 
reaching bone marrow13, the absence of any clearly or convincingly increased meta-RR adds to 
the growing body of evidence indicating that formaldehyde exposure is unlikely to cause AML.
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New Epidemiological Evidence


NAS 
Recommendation


Addressed by


Re-evaluate peak vs. 
cumulative dose-
metric


Checkoway et al. 2015
• Acute myeloid leukemia (AML) was unrelated to cumulative, average or peak exposure.  
• Few deaths occurred within 20+ years of last peak exposure.
• Hodgkin lymphoma relative risk estimates suggested trends for both cumulative (Ptrend= 0.05) 


and peak (Ptrend = 0.003) exposures.
• Suggestive associations with peak exposure observed for chronic myeloid leukemia, based on very 


small numbers. 
• No other lymphohematopoietic malignancy was associated with either chronic or peak exposure. 


Justify use of Beane-
Freeman et al


Meyers et al. 2013
• Extended follow-up of 11,098 employees of three garment manufacturing facilities.  Results 


demonstrated limited evidence for formaldehyde exposure and any LHM including AML, based on 
14 observed cases. 


Coggon et al. 2014
• Extended follow-up of a cohort of 14,008 chemical workers at 6 factories in England and Wales, 


covering the period 1941-2012. Results provide no support for an increased hazard of myeloid 
leukemia from formaldehyde exposure.
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New Mode of Action Evidence (1)
NAS Recommendation Addressed by


Data gap: Improve 
understanding of 
endogenous 
formaldehyde


Schroeter et al. 2014
• Endogenous formaldehyde in nasal tissues did not significantly affect flux 


or nasal uptake predictions at exposure concentrations > 500 ppb; 
however, reduced nasal uptake was predicted at lower exposure 
concentrations. 


Yu et al. 2015
• With the application of highly sensitive instruments and accurate assays, 


inhaled formaldehyde was found to reach nasal respiratory epithelium, 
but not other tissues distant to the site of initial contact. In contrast, 
endogenous adducts were readily detected in all tissues examined with 
remarkably higher amounts present. Moreover, the amounts of 
exogenous formaldehyde-induced adducts were 3- to 8-fold and 5- to 11-
fold lower than the average amounts of endogenous formaldehyde-
induced adducts in rat and monkey nasal respiratory epithelium, 
respectively.


Reconcile divergent 
statement regarding 
systemic delivery


Yu et al 2015; Edrissi et al. 2013; Moeller et al. 2011; Lu et al. 2011
• Based on a sensitive analytical method that can measure endogenous 


versus exogenous formaldehyde DNA adducts, the multiple studies 
demonstrated that inhaled exogenous formaldehyde only reached rat or 
monkey noses, but not tissues distant to the site of initial contact. 
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New Mode of Action Evidence (2)
NAS Recommendation Addressed by


Revisit arguments that 
support causality


Gentry et al. 2013
• Reanalysis of selected raw data from the Zhang et al. (2010) study do 


not support a causal association between formaldehyde and myeloid 
leukemia or lymphoid malignancies. Because of the significant 
methodological limitations, unless the results can be confirmed using 
appropriate methodologies designed to detect in vivo events, the 
reanalysis of the results provided by Zhang et al. (2010) raise sufficient 
questions that limit the use of Zhang et al. (2010) to support the 
hypothesis that formaldehyde exposure is causally related to leukemia 
or lymphoid malignancies.


Mundt et al. 2016 (submitted for publication)
• Reanalysis of raw data from Zhang et al. (2010) including exposure data. 


Results showed that differences in white blood cell, granulocyte, 
platelet, and red blood cell counts are not exposure-dependent.  
Among formaldehyde-exposed workers, no association was observed 
between individual average formaldehyde exposure estimates and 
frequency of aneuploidy, suggested by the original study authors to be 
indicators of myeloid leukemia risk.


29







New Mode of Action Evidence (3)
NAS Recommendation Addressed by


Data gap: data insufficient 
for cytogenetic effects at 
distant sites


Albertini et al. 2016
• Critical review of the genotoxicity literature found no convincing 


evidence that exogenous exposures to FA alone, and by inhalation, 
induce mutations at sites distant from the portal of entry tissue as a 
direct DNA reactive mutagenic effect – specifically not in the bone 
marrow.  


• Review of the existing studies of hematotoxicity, likewise, failed to 
demonstrate myelotoxicity in any species– a probable prerequisite for 
leukemogenesis. 
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New Dose-Response Assessments (1)


NAS Recommendation Addressed by


Independent analysis 
needed


Van Landingham et al. 2016
• The documentation of the methods applied in the USEPA (2010) IRIS 


document lacks sufficient detail for duplication of the unit risk 
estimates provided, even with the availability of the raw data from the 
Beane Freeman et al. (2010).  This lack of transparency and detail may 
result in different estimates of unit risks, especially as initial analyses 
resulted in a lack of a significant dose-response relationship for selected 
endpoints. 


Alternative extrapolation 
models needed


Starr and Swenberg 2013
• Results of the “Bottom-up “ approach indicate that recent top-down 


risk extrapolations from occupational cohort mortality data for workers 
exposed to formaldehyde are overly conservative by substantial 
margins.


Starr and Swenberg 2016
• Updated “Bottom-Up” risk estimates heighten the marked contrasts 


that are present between the previous estimates and the corresponding 
USEPA estimates, with the larger difference for leukemia being due 
primarily to the significantly improved detection limit for the analytical 
method used in quantitating DNA adduct numbers. 
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New Dose-Response Assessments (2)
NAS Recommendation Addressed by


BBDR modelling should be 
used


Clewell H, et al. (in preparation)
• Expansion of the model to incorporate recent data on endogenous 


levels of formaldehyde is in development.  This will incorporate the 
most recent science to better understand when exogenous 
formaldehyde exposure appreciably alters normal endogenous 
formaldehyde concentrations.


Gentry PR, et al. (in preparation)
• Review of the utility of BBDR modeling for use in risk assessment 


focusing primarily on the use of BBDR modeling in predicting the 
human health risk of formaldehyde exposure.  This review addresses 
the current published criticisms for BBDR modeling use in risk 
assessment, and highlights the advantages of expanding the application 
of BBDR modeling in risk assessment. 
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October 17, 2016 


 


 


Linda Birnbaum, Ph.D. 


Director  


National Institute of Environmental Health Sciences and the National Toxicology Program 


PO Box 12233 (MD B2-01)  


Research Triangle Park, NC 27709 


 


Re: Request for Technical Report on Research Evaluating Potential Mechanism for 


Formaldehyde-Induced Leukemia in p53-Haploinsufficient Mice 


Dear Dr. Birnbaum: 


In August 2015, the American Chemistry Council’s Formaldehyde Panel wrote to you seeking 


your assistance in the expeditious publication of formaldehyde research conducted by the 


National Institute of Environmental Health Sciences (NIEHS) which had been presented at 2014
1
 


and 2015
2
 Society of Toxicology (SOT) meetings. While we appreciate your September 2015 


reply indicating that this work would be published once finalized, now more than a year later and 


nearly two years since the findings of this study were initially presented, we recently learned 


from Dr. Morgan that the manuscript was submitted to two peer reviewed journals but not 


accepted for publication by either. We understand authors are currently working to revise the 


manuscript for a future submission and that they have no plans to generate a technical report on 


the study that could be released for public dissemination. 


 


We certainly encourage NIEHS to continue to seek publication in a peer reviewed journal, but, 


due to the timeliness of this research and ongoing reviews by other chemical assessment 


agencies, it is essential that a technical report be provided so that we and other agencies, such as 


EPA, have the ability to fully understand the data presented during the SOT meetings. This is 


especially critical given the uncertainty of the eventual publication of the research. Technical 


reports have been issued by NIEHS in the past for short-term and long-term research studies 


conducted to characterize various toxicological endpoints. Specifically, in 2005, a technical 


report was issued on research conducted in genetically modified mice for Aspartame.
3
 Notably, 


                                                           
1 D. L. Morgan, D. Dixon, M. P. Jokinen, D. H. King, H. Price, G. Travlos, R. A. Herbert, J. E. French, M. P. Waalkes. 2014 


Society of Toxicology Annual Meeting, Poster Board -129; Evaluation of a potential mechanism for formaldehyde-induced 


leukemia in C3B6.129F1-Trp53tm1Brd mice. 
2 D. L. Morgan, D. Dixon, M. P. Jokinen, D. H. King, H. Price, G. Travlos, R. A. Herbert, J. E. French, and M. P. Waalkes. 2015 


Society of Toxicology Annual Meeting, Abstract #1637; Evaluation of a potential mechanism for formaldehyde-induced 


leukemia in p53-haploinsufficient mice. 
3 Toxicology Studies of Aspartame (CAS NO. 22839-47-0) in Genetically Modified (FVB Tg.AC HEMIZYGOUS) 


And  B6.129-Cdkn2atm1Rdp (N2) Deficient Mice and Carcinogenicity Studies of Aspartame in Genetically Modified  


[B6.129-Trp53tm1Brd (N5) HAPLOINSUFFICIENT] Mice. Weblink: https://ntp.niehs.nih.gov/ntp/htdocs/gmm_rpts/gmm1.pdf  



https://ntp.niehs.nih.gov/ntp/htdocs/gmm_rpts/gmm1.pdf
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this technical report provides an example of NIEHS developing technical reports on similar 


research parameters.   


 


The important information that this research can provide to understanding the mode of action for 


leukemia and formaldehyde exposure makes it essential that NIEHS disclose its findings and the 


underlying data developed for this research effort. Therefore, in the spirit of transparency, we 


formally request that NIEHS release a technical report with the research data by November 30, 


2016.  


 


Thank you for your prompt response to this request and feel free to contact me with any 


questions (phone: 202-249-6707 or email: Kimberly_White@americanchemistry.com).  


 


Sincerely, 


Kimberly Wise White, PhD 


American Chemistry Council (ACC) 


Senior Director 


Chemical Products & Technology Division 
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a b s t r a c t


Reproducibility and transparency in scientific reporting is paramount to advancing science and providing
the foundation required for sound regulation. Recent examples demonstrate that pivotal scientific
findings cannot be replicated, due to poor documentation or methodological bias, sparking debate across
scientific and regulatory communities. However, there is general agreement that improvements in
communicating and documenting research and risk assessment methods are needed. In the case of
formaldehyde, the peer-review conducted by a National Academy of Sciences (NAS) Committee ques-
tioned the approaches used by the Integrated Risk Information System (IRIS) in developing draft unit risk
values. Using the original data from the key study (Beane Freeman et al., 2009) and documentation
provided in the draft IRIS profile, we attempted to duplicate the reported inhalation unit risk values and
address the NAS Committee's questions regarding application of the appropriate dose-response model.
Overall, documentation of the methods lacked sufficient detail to allow for replication of the unit risk
estimates, specifically for Hodgkin lymphoma and leukemias, the key systemic endpoints selected by
IRIS. The lack of apparent exposure-response relationships for selected endpoints raises the question
whether quantitative analyses are appropriate for these endpoints, and if so, how results are to be
interpreted.


© 2016 Published by Elsevier Inc.

1. Introduction


Reproducibility and transparency in scientific research and
reporting, both in the published literature and in documentation of
decisions related to public health reached by authoritative bodies,
have received significant discussion and debate (Bustin and Nolan,
2015; Campbell, 2014; Igbal et al., 2016; Jilka, 2016). The National
Institutes of Health (NIH) are exploring ways to provide greater
transparency of the data that are the basis for published manu-
scripts (Collins and Tabak, 2014) and have noted that the greater
scientific community must take steps to correct this issue. In
addition, recent commentaries and surveys highlight the growing
lack of reproducibility in scientific research (Anonymous, 2016).
One of the most immediate and impactful consequences for a lack

).

of transparency or reproducibility is in the direct reliance on pub-
lished but un-replicated scientific findings for human health risk
assessment, including the derivation of cancer unit risk estimates.


In 2011, the National Research Council (NRC) of the National
Academy of Sciences (NAS) convened a Committee to Review
USEPA's Draft of the Toxicological Review of Formaldehyde e Inha-
lation Assessment in support of the Integrated Risk Information
System (IRIS) (NRC, 2011). The Committee noted:


“Problems with clarity and transparency of the methods appear to
be a repeating theme over the years, even though the documents
appear to have grown considerably in length”


A further review of the IRIS process in 2014 (NRC, 2014) noted
progress in meeting the NRC (2011) recommendations, but further
noted:
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“However, NRC committees have conducted several reviews of
some of the more complex and challenging IRIS assessments in the
last decade and have identified methodologic problems and
pointed out deficiencies in EPA's approaches.”


Formaldehyde provides one such complex database that in-
troduces significant challenges for consideration in a standard IRIS
assessment. It is an endogenously generated compound and, for
selected endpoints, multiple studies provide inconsistent results, a
few of which have suggested associations with formaldehyde
exposure. Some have interpreted these findings (generally at face
value and apart from the larger body of results) as reflecting causal
associations. As an example, there has been much scientific debate
regarding whether there is a causal association between formal-
dehyde exposure and selected lymphohematopoietic (LHP) end-
points, especially acute myeloid leukemia. Multiple authoritative
bodies (IARC, 2012; NTP, 2014) have made hazard classification
decisions (sufficient evidence in humans, known to be a human
carcinogen) based on conclusions that the available evidence is
sufficient to conclude that there is a causal association. For the LHP
cancers, these conclusions have been based on the grouping of
different types of cancers from a limited number of epidemiological
studies (Zhang et al., 2009; Beane Freeman et al., 2009), with little
or no consideration of findings reported in many other studies or
the animal or mechanistic information, much of which lends no
support for or even contradicts these conclusions. It is important to
note that in reviewing the same critical studies for formaldehyde as
IARC (2012) and NTP (2014), the European Chemicals Agency
(ECHA, 2011) concluded that


“Altogether, in absence of convincing evidence for a biologically
plausible mechanism and considering the discrepancy of results in
epidemiological studies, a causal relationship between formalde-
hyde exposure and induction of myeloid leukaemia cannot be
concluded.”


The 2010 draft IRIS Toxicological Review of Formaldehyde e


Inhalation Assessment provided the first quantitative estimates of a
dose-response relationship between two lymphohematopoietic
endpoints, Hodgkin lymphoma (HL) and all leukemias (combined
category), and exposure to formaldehyde based on the results from
a single epidemiological study (Beane Freeman et al., 2009). The
use of these two endpoints by USEPA (2010) for the estimation of
unit risk factors was based on the conclusion that the weight of the
epidemiologic evidence supported a link between formaldehyde
exposure and LHP cancers, particularly myeloid leukemias. In
addition to HL largely being considered unrelated to environmental
exposures, no other key epidemiological study demonstrates such
an association, raising questions as to the validity of the finding in
Beane Freeman et al. (2009). As for the combination of all leuke-
mias, little scientific basis is provided for aggregating what
increasingly are understood to be diverse diseases with different
etiologies, prognoses and treatments.


In 2011, the NRC Committee review noted many uncertainties in
the approach used by USEPA (2010) to estimate risk values. The
Committee recognized that USEPA (2010) had relied upon selected
associations reported between formaldehyde and various LHP
cancers from a single study (Beane Freeman et al., 2009). The NRC
(2011) Committee further recommended that USEPA conduct an
independent analysis of the dose-response models to confirm the
degree to which the models fit the data appropriately, as well as
consider the use of alternative extrapolationmodels for the analysis
of the cancer data. The NRC (2011) Committee concluded that this is
especially important, given the use of a single study, the

inconsistencies in the exposure measures, and the uncertainties
associated with the selected cancers. In addition to the impact of
these assumptions, the NRC (2011) Committee noted that while the
National Cancer Institute (NCI) cohort studies, including Beane
Freeman et al. (2009), may be the only studies with sufficient
exposure and dose-response data needed for risk estimation, they
are not without weaknesses and these need to be considered. This
recommendation from the NRC (2011) Committee raised several
challenges. While there is some guidance provided for the use of
animal data for dose-response modelling (USEPA, 2012), the use of
epidemiological data in the estimation of inhalation unit risk (IUR)
estimates does not have guidance that provides a “road map” for
conducting these types of assessments. When using epidemiolog-
ical data for the estimation of unit risk values, more extensive
documentation in the IRIS profile is needed to be able to clearly
understand the data relied upon and the methods applied.


In a separate study (Checkoway et al., 2015), the raw data from
the NCI cohort study (Beane Freeman et al., 2009) were obtained
through a Technology Transfer Agreement (TTA) with the objective
of replicating the findings reported by Beane Freeman et al. (2009),
as well as conducting additional analyses not reported by Beane
Freeman, specifically, acute myeloid leukemia (AML). The avail-
ability of these data provided an opportunity to attempt to replicate
the unit risk estimates derived by USEPA (2010), as well as address
some of the questions raised by NRC (2011). In addition, it offered
the opportunity to conduct alternate independent analyses to
evaluate specific leukemias, rather than all leukemias combined,
and the impact of alternate dose-response models on the estimates
of inhalation unit risk. The methods and results of the attempt to
duplicate the USEPA (2010) unit risk values, as well as conduct
alternate and independent analyses to address the questions raised
by NRC (2011) are reported here.


2. Methods


2.1. Duplication of USEPA (2010) reported unit risks


Our goal was to follow the same process and methods used by
USEPA (2010) in the estimation of unit risk factors for the two LHP
cancers (Hodgkin Lymphoma and all leukemias (combined cate-
gory)). However, as noted by NRC (2011), the documentation pro-
vided in USEPA (2010) related to the assumptions and processes
used in the estimation of the unit risk values was limited. NRC
(2011) has outlined five steps that it appears USEPA (2010) used
in the estimation of formaldehyde unit risks:


1. Evaluate the association between formaldehyde exposure and
LHP endpoints;


2. Convert the relative risk estimates into lifetime risk for the
exposed population;


3. Compute lifetime risks for Hodgkin Lymphoma and/or all leu-
kemia for the unexposed population;


4. Determine the maximum likelihood and lower bound estimates
of the point of departure; and


5. Estimate inhalation unit risks.


Using these five steps, we attempted to duplicate the USEPA
(2010) reported unit risks for Hodgkin lymphoma and “all leuke-
mias” using the raw data from the Beane Freeman et al. (2009)
study. In order to conduct this estimate, the followingwere needed:


▪ An estimate of cumulative dose for each individual in the cohort.
This information was not provided in either USEPA (2010) or
Beane Freeman et al. (2009) and must be determined from the
raw data.
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▪ Person time at risk for each individual. Also not provided in USEPA
(2010) or Beane Freeman et al. (2009) and must be determined
from the raw data.


Absent this necessary information and with no data available to
confirm how it was used in estimating risk, assumptions were
necessary that impact the estimation of parameters characterizing
the relationship between dose and response.


NRC (2011) also recommended that the evaluation of the
epidemiological data focus on themost specific diagnoses available.
Based on this recommendation, analyses were conducted to
include the consideration of individual LHPs rather than combi-
nation of endpoints (e.g. all leukemias) and evaluation of alternate
dose-response models for these individual endpoints. While the
impact of dose metric selection (e.g., ‘peak’1 versus cumulative) has
been a point of discussion in interpretation of the NCI cohort
(Checkoway et al., 2015), specifically the lack of actual peak mea-
sures or estimates, the USEPA (2010) has noted that cumulative
exposure is generally the preferred metric for quantitative risk
assessment and was relied upon for the estimation of unit risk
values. Therefore, the analyses reported below focused on cumu-
lative exposure estimates based on the data obtained through the
TTA and reported in Beane Freeman et al. (2009) and Checkoway
et al. (2015).


2.2. Evaluation of model selection


NRC (2011) noted that informationwas needed on the degree to
which the model used (i.e., Poisson regression model) fits the data,
especially for dose-response analysis. NRC (2011) further noted that
this type of analysis is essential because dose-response models for
risk estimation must fit the data well in the low-dose range and
alternative extrapolation models, including Cox regression models
and nonlinear model forms, should be considered in order to
identify the best-fitting model. We conducted additional analyses
to evaluate the potential impact of NRC (2011) comments on both
the methods and the data relied upon for unit risk estimation, as
well as consideration of multiple models. In addition to a Poisson
regression model, the logistic regression model was considered, as
well as a Cox regression model that was applied to the data from
Beane Freeman et al. (2009) by Checkoway et al. (2015). All models
used a 2-year lag for exposure, which is consistent with a lag
considered by both Beane Freeman et al. (2009) and Checkoway
et al. (2015).


A log-linear Poisson model, which is the model reported by
Beane Freeman et al. (2009) to estimate the exposure-response
relationship (b values), was used to compare the results in this
analysis to the results published in Beane Freeman et al. (2009) in
which the cumulative 2-year lag exposure variable was categorized
into discrete exposure variables using the 4 categories reported
(0 ppm-years, >0 and < 1.5 ppm-years, �1.5 and < 5.5 ppm-years,
and �5.5 ppm-years). A log-linear Poisson model was also fit using
the discrete dose categories reported by Checkoway et al. (2015)
(<0.5 ppm-years, �0.5 and < 2.5 ppm-years, and �2.5 ppm-
years). In addition, both a log-linear Poisson model and a logistic
regressionmodel were fit to the data using a categorization scheme
for the 2-year lag cumulative dose that split the data into quartiles
so that an approximately equal number of subjects were in each
group (<0.05 ppm-years, � 0.05 and < 0.4 ppm-years, �0.4
and < 2.4 ppm-years, and �2.4 ppm-years). All models were run
considering person-time at risk, sex and race and adjusted for pay

1 The ‘peak’ exposure metric used in Beane Freeman et al. (2009) is a relative
peak estimator described in Stewart et al., 1986.

type (i.e., hourly vs. salary). For the logistic and Poisson models,
quadratic terms for exposure were also considered. For evaluation
of potential model fit to the data in the low concentration region, a
visual examination of the Poisson and log-logistic model estimates
were compared to the case status at the end of follow-up for each
individual, again considering person-time at risk, sex, race and pay
type.


3. Results


3.1. Duplication of USEPA (2010) reported unit risks


3.1.1. Step 1 e evaluate the association between formaldehyde
exposure and LHP endpoints


The attempt to estimate the unit risks reported in USEPA (2010)
was initiated using the model parameters (b parameters from the
log-linear Poisson regression model) provided to USEPA via per-
sonal communication by Dr. Laura Beane Freeman. The b parame-
ters describe the relationship between exposure and response.
Prior to estimating the unit risk, using the raw data, we attempted
to replicate the model parameter estimates provided to the USEPA
(2010) by Dr. Beane Freeman using log-linear Poisson regression,
which is the same modelling approach reported to have been used
to develop these estimates in both the Beane Freeman et al. (2009)
publication and in the draft IRIS evaluation (USEPA, 2010) (Table 1).
In addition, Cox and logistic regression models were considered.


Since cumulative exposure was the focus of the USEPA (2010)
unit risk estimates, an initial analysis to evaluate the association
between this exposure metric and the two endpoints relied upon
for unit risk estimates (i.e., Hodgkin lymphoma and all leukemias
combined) was conducted. Several variables were needed from the
raw data, including the estimate of cumulative exposure (ppm) for
each individual and person time at risk for each individual, neither
of which are provided in USEPA (2010) or Beane Freeman et al.
(2009) and had to be estimated from the raw data. In addition, in
order to estimate the b parameters, the raw data regarding the
number of deaths from a specific cancer and corresponding expo-
sure metric must be divided into the same exposure quartiles as
those reported by Beane Freeman et al. (2009) to evaluate the
exposure-response relationship.


For the current analyses, the following steps were conducted to
identify the data needed for analysis.


1. Using the work history data and date of birth, the data records
were combined and organized to result in one or more record
for each job so that no record spanned a calendar year or a
change in age. Calculation of the duration of each work record
was performed in this step with consideration of leap years.
Since only start and stop months of work were provided in the
raw data from Beane Freeman et al. (2009), the initial start and
final stop day for a jobwere assumed to be the 15th of themonth
unless the start and stop months were the same month in the
same year. In this case, the stop day was assumed to be the
appropriate value for the end of the month (28, 29, 30 or 31).
The gender, race, salary code and status of each individual (alive
or dead) and cause of death ICD code were also attached to the
individual's record.


2. The exposure and duration of exposure were summed over the
months in a year when the individual was a specific age. During
this step, the peak exposure category for each work record was
determined.


3. The cumulative and lagged cumulative exposure and person-
years of exposure were calculated.


4. The records were categorized into the strata of ranges of years
(groups covering a 5 year period starting with 1960 and ending







Table 1
Comparison of modelling statistics from the current analysis to statistics reported in USEPA (2010).


Current analysis USEPA (2010)


Cox regression Logistic regression Poisson regression


p-
value
a


b (per
ppm x
year)


Standard
error (per
ppm x year)


R2 LR p-
valueb


p-
value
a


b (per
ppm � year)


Standard
error (per
ppm � year)


LR p-
valueb


p-
value a


b (per
ppm � year)


Standard
error (per
ppm � year)


p-
value


b (per
ppm � year)


Standard
error (per
ppm � year)


Hodgkin
lymphoma
(201)


0.013 0.0294 0.0119 0.0133 0.098 0.019 0.0288 0.0123 0.09 0.037 0.0243 0.0117 0.02959 0.01307


Leukemia
(204e207)


0.058 0.0117 0.0062 0.0017 0.35 0.055 0.0121 0.00628 0.003 <0.001 0.0206 0.0057 0.08 0.01246 0.000642


Leukemia
(204e207,
excluding
204.1)


0.239 0.0092 0.0079 0.0011 0.64 0.206 0.01 0.00791 0.034 0.013 0.018 0.0073 e e e


Acute
myeloid
leukemia
(205.0)


0.844 �0.004 0.0201 0.0016 0.82 0.869 �0.0032 0.0196 0.81 0.80 0.0045 0.0179 e e e


Cox regression model h(t,x) ¼ h0(t) exp(bx þ gz).
Logistic regression model Y ¼ 1/[1 þ exp(�a þ bx þ gz)].
Poisson regression model Ln(Y/t) ¼ a þ bx þ gz OR Y ¼ t exp(a) � exp(bx)) � exp(gz).
Where Y is the expected number of events, a is the intercept, b is the slope term, x is the exposure, z is a covariate and t is the duration of exposure. In the Cox model h is the
hazard rate.


a These p-values reflect the precision of any association between exposure and response, and show the probability that the beta value is not significantly different from zero.
P-values < 0.5 indicate that the beta parameter is significantly different from zero.


b The likelihood ratio p-values of difference between a null and dose-dependent model (e.g. test of b ¼ 0) where small p-values reject the hypothesis that b ¼ 0.
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with 2010), and age groups (groups covering a 5 year range
starting with the age of 15 and ending with 85), where the
lowest year group included all records prior to 1965, and the
1965 group included years 1965 through 1969, with all job re-
cords occurring in 2010 and after included in the 2010 category.
For ages, all ages less than 20 were included with the 15 year old
age group, and the second group labelled 20 included all ages
from 20 through 29.


5. The final record for each individual included an indication of
dead or alive. For those individuals who had died, the ICD codes
were used to set up yes/no flags indicating whether Hodgkin
lymphoma, leukemia or acute mylogenous leukemiawere found
in that individual.


This process resulted in 1,047,291 work records that were then
used in the analyses. All analyses used stratification for age group,
year group, gender and race, with all the models adjusted for salary
type treated as a classification variable. The Poisson analysis (SAS
Proc Genmod) used a Poisson distribution, a log link and an offset of
the natural log of the cumulative person-years of exposure. SAS
Proc Logistic was used to perform the logistic regression and Cox
proportions hazards models were performed using STATA
(Checkoway et al., 2015).


Beane Freeman et al. (2009) reported that the cut points for the
exposure groups were based on the approximate 60th and 80th
percentiles from the cumulative exposures for those subjects with
cancer. In attempting to duplicate the number of cancers within
each exposure group, the cut points of 1.5 and 5.5 ppm-years (cu-
mulative exposure groups defined by Beane Freeman et al. (2009)
as �0 to 1.5, 1.5 to <5.5, �5.5 ppm-years) could not be duplicated
based on the estimated 60th and 80th percentiles using the raw
data. The calculations for the current assessment resulted in the
determination of 1.2 and 4.2 ppm-years as the 60th and 80th per-
centiles for the cumulative exposure of the subjects with cancer. In
addition, the number of unexposed workers (4359) reported by
Beane Freeman et al. (2009) could not be replicated. Using the raw
data, only 2676 unexposed workers could be identified.3


Regardless of the lack of ability to duplicate this determination

of exposure, an evaluation of the exposure-response relationship
was conducted. For the “all leukemia” category, exposure-response
was evaluated including and excluding chronic lymphocytic leu-
kemia (CLL), because, as noted by Checkoway et al. (2015), CLL has
been classified as a non-Hodgkin lymphoma (NHL) since 2001
(Muller-Hermelink et al., 2001; Campo et al., 2011).


Other models were attempted in this process. Using quadratic
terms for exposure failed to provide any better fit of the models to
the data. In addition, the effect of exposure to other substances
were explored but these did not improve the model fits substan-
tially, either.


As noted in Table 1, in attempting to duplicate the b parameter
and standard error for each cancer type, similar values could be
estimated, but the estimates reported in USEPA (2010) could not be
duplicated, which can impact attempting to duplicate unit risk
estimates. In addition, it is important to note that no significant
association between leukemia as a class of diseases
(p-values > 0.05; Table 1) or specifically for acute myeloid leukemia
(p � 0.8) with cumulative exposure to formaldehyde was found
(using the typical 0.05 as the determinant of “significant”) for either
the Cox regression or the logistic regression. In addition, the esti-
mated b parameter for acute myeloid leukemia (~-0.004 from the
Cox regression and the logistic regression) indicates that the slope
is in the negative direction (decreasing incidence with increasing
exposure). These results for AML suggest that it would not be
appropriate to rely upon these negative data independently in the
dose-response modelling for the estimation of a unit “protection”
estimate. As imprecise positive estimates of a b parameter should
not be interpreted as evidence of risk, imprecise negative b pa-
rameters should not be interpreted as beneficial or protective. For
all the logistic models, the likelihood ratio test indicates that the b
parameter is not statistically different from zero. Similarly the
likelihood ratio test of the Poisson models for Hodgkin lymphoma
and the acute myeloid leukemia also indicate that the b parameter
is not statistically different from zero. Only for the Poisson models
of combined leukemias are the b values considered to be statisti-
cally significantly different from zero. However, as these are
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combined types of leukemia which are not recommended by the
NRC (2011) and there is almost a factor of 2 difference between the
b estimates between the different models in the current analysis
and the USEPA (2010) b estimate, there is still large uncertainty in
the results.


The estimated b parameter for Hodgkin lymphoma was com-
parable to that reported in USEPA (2010); however, there was a
difference in the standard error and a larger difference in the p-
values. USEPA (2010) reported a non-significant trend between
cumulative formaldehyde exposure and Hodgkin lymphoma based
on information reported in Beane Freeman et al. (2009), while the
current analysis suggested a significant trend (p-value ¼ 0.013).
These results are consistent with those reported by Checkoway
et al. (2015). However, Checkoway et al. (2015) notes that the
increased risk of HL has not been observed in other occupational
studies of formaldehyde-exposed cohorts, and is not regarded as
plausibly related to environmental chemical exposures.


Because the b parameters could not be duplicated, it was
concluded that while additional steps could be conducted to eval-
uate the transparency of the process, the lack of ability to duplicate
this first step would result in a lack of ability to duplicate the re-
ported unit risks. Even having access to the raw data from the
Beane Freeman et al. (2009) study, there were not enough details
regarding themethods used to evaluate the data provided in USEPA
(2010) to duplicate the initial b parameters necessary to initiate the
unit risk estimate process.

3.1.2. Step 2 e convert the relative risk estimates into lifetime risk
for the exposed population


Relying strictly on the b parameters reported in USEPA (2010),
even though they could not be duplicated, an attempt was made to
conduct the remaining steps of the estimation of unit risk as out-
lined by NRC (2011). USEPA (2010) noted that the b parameters
were used in a life table analysis to calculate lifetime extra cancer
risks from formaldehyde exposure. This step, as well as step 3, re-
quires the use of a life-table method in conjunction with (a) the
Poisson model mortality risk, (b) age-specific all-cause mortality
rate in the United States population, and (c) Hodgkin lymphoma
and all leukemia mortality rates, all of which can be derived from
the NCI's Surveillance, Epidemiology and End Results (SEER) data-
base. SEER collects cancer incidence data from multiple
geographical areas in the United States. This step also requires es-
timates of the effective concentration (EC) for occupational expo-
sure adjusted to continuous ambient exposure (the standard
exposure metric relied upon by USEPA in the estimation of a unit
risk) by multiplying by the ratio of days in a year to work days (240,
50 weeks of 5 dayworkweeks) and the ratio of daily inhalation rate
(20 m3) to work day inhalation rate (10 m3) (USEPA, 2010).


EC ¼ exposure ðppmÞ � 365
240


� 20
10


USEPA (2010) provided a spreadsheet (Appendix C of USEPA,
2010; Supplemental Tables S1 and S2) illustrating the life table
used for the extra risk calculation for the derivation of the LEC0005
(95% lower confidence limit on the effective concentration corre-
sponding to an extra risk of 0.05%) relied upon for estimating the
IUR based on nasopharyngeal (NPC) mortality reported by
Hauptmann et al. (2004). USEPA (2010) noted that the same general
methodology described for NPC mortality estimates was used for
Hodgkin lymphoma and leukemias, with the following exceptions:


� U.S. age-specific 2006 all-cause mortality rates (NCHS, 2009);

� NCHS age-specific 2002e2006 background mortality rates for
Hodgkin lymphoma and leukemia (http://seer.cancer.gov/csr/
1975-2006/) for all race and gender groups; and


� A 2-year lag period instead of a 15-year lag period.


It is important to note that USEPA (2010) provided no citation
for the NCHS (2009) all-cause mortality rates, so it was assumed
this was obtained from the NCHS website (http://www.cdc.gov/
nchs/data/nvsr/nvsr57/nvsr57_14.pdf) as the background mortal-
ity rates for specific cancers (Heron et al., 2006). While this does
provide data needed to allow the assessor to attempt to duplicate
this procedure, there is no comparable life-table for Hodgkin
lymphoma or all leukemias to ensure that comparable results are
achieved. Relying upon these sources and following these ap-
proaches, the IURs provided in USEPA (2010) could not be dupli-
cated using the reported sources and methodology. This was also
true for NPC for which the life table was provided (Appendix C;
USEPA (2010)). In attempting to duplicate the IURs reported for
NPC, it was determined that the values reported from the use of the
life table instructions provided could not produce the reported IURs
for NPC (see supplemental Table S1 for the re-creation of the cal-
culations that would correspond to the unit risks reported in USEPA
(2010) when using the instructions provided by USEPA (2010) for
Table C-1. The difficulty in duplicating the life table reported was
related to the function reported for estimating the NPC incidence
hazard rate (Column L in Supplemental Table 2). Using the USEPA
(2010) b of 0.0518 (SE 0.01915) and the calculations as specified
in Table C-1 of USEPA (2010), the estimated EC0005 and LEC0005
would be 0.103 and 0.0623 ppm, respectively, with a unit risk of
8 � 10�3. However, the calculations specified in Appendix C of
USEPA (2010) indicated a function for the hazard incidence rate of
hxi ¼ hi � (1 þ b � xdose) which is inconsistent with the model of
risk that was used to determine the b value (RR ¼ ebX , where b
represents the regression coefficient for exposure and X is exposure
as a continuous variable) (USEPA, 2010). When the hazard rate
function is changed to hxi ¼ hi � (eb � xdose) to properly reflect the
underlying risk function, the values estimated by the revised life
table were the same as those reported by the USEPA in Tables 5e11
for EC0005 and LEC0005 based on NPC incidence for formaldehyde
exposure (0.074 and 0.046 ppm, respectively, see supplemental
Table S3 for the adjusted life-table calculation). However, it is
important to note that these estimates rely upon the b parameters
reported in USEPA (2010), which cannot be duplicated.


3.1.3. Step 3 e compute lifetime risks for Hodgkin Lymphoma and/
or all leukemia for the unexposed population


As noted in USEPA (2010), USEPA cancer risk estimates are
typically derived to represent a plausible upper bound on increased
risk of cancer incidence, typically based on experimental animal
incidence data. However, epidemiological studies more often pre-
sent results based on mortality data, which is true for the Beane
Freeman et al. (2009) study. For cancers with low survival rates,
mortality-based estimates are a reasonable approximation of can-
cer incidence risk. However, USEPA (2010) largely documents its
approach to the evaluation of nasopharyngeal cancers and noted
the need to estimate incidence-based risks. Estimation of the
incidence of a particular cancer type using mortality data can be
conducted by acquiring the age-specific incidence rates for a spe-
cific cancer from the SEER program. In order to estimate the po-
tential risk of incidence of a cancer type, the data from the SEER
database are used to adjust the mortality data assuming that the
exposure-response relationship for incidence and mortality of a
cancer type are the same. An examination of the assumptions and
adjustments made to the Beane Freeman et al. (2009) data for
lymphohematopoietic cancers follows.



http://seer.cancer.gov/csr/1975-2006/

http://seer.cancer.gov/csr/1975-2006/

http://www.cdc.gov/nchs/data/nvsr/nvsr57/nvsr57_14.pdf

http://www.cdc.gov/nchs/data/nvsr/nvsr57/nvsr57_14.pdf





Table 2
Extra risk estimates for Hodgkin lymphoma mortality from various levels of continuous exposure to formaldehyde (reproduced from Tables 5e14 in USEPA (2010)).


Exposure concentration (ppm) As reported by USEPA (2010) Estimated using the life table provided in USEPA
(2010) a with adjustments to the hazard function


Extra risk 95% UCL on extra risk Extra risk 95% UCL on extra risk


0.0001 2.04 � 10�7 3.53 � 10�7 2.52 � 10�7 4.36 � 10�7


0.001 2.05 � 10�6 3.55 � 10�6 2.53 � 10�6 4.38 � 10�6


0.01 2.10 � 10�5 3.71 � 10�5 2.59 � 10�5 4.59 � 10�5


0.1 2.79 � 10�4 6.17 � 10�4 3.44 � 10�4 7.63 � 10�4


1 1.63 � 10�1 8.36 � 10�1 1.90 � 10�1 8.53 � 10�1


10 9.89 � 10�1 9.90 � 10�1 9.89 � 10�1 9.90 � 10�1


a Using the supplied information in the life table provided in USEPA (2010) with an adjustment in column L for the incidence hazard rate in interval I (hxi ¼ hi � e(b � xdose))
for the estimates of b ¼ 0.02959, SE ¼ 0.01307.


Table 3
Extra risk estimates for leukemia mortality from various levels of continuous exposure to formaldehyde (reproduced from Tables 5e15 in USEPA (2010)).


Exposure concentration (ppm) Calculated by USEPA (2010) Estimated using the life table provided in USEPA
(2010) a with adjustments to the hazard function


Extra risk 95% UCL on extra risk Extra risk 95% UCL on extra risk


0.0001 1.64 � 10�6 3.02 � 10�6 1.65 � 10�6 3.06 � 10�6


0.001 1.64 � 10�5 3.03 � 10�5 1.65 � 10�5 3.07 � 10�5


0.01 1.66 � 10�4 3.10 � 10�4 1.67 � 10�4 3.13 � 10�4


0.1 1.87 � 10�3 3.90 � 10�3 1.89 � 10�3 3.95 � 10�3


1 8.07 � 10�2 5.19 � 10�1 8.16 � 10�2 5.28 � 10�1


10 9.80 � 10�1 9.89 � 10�1 9.80 � 10�1 9.89 � 10�1


a Using US 2006 mortality rates, the adjusted life table structure and potency estimates (b ¼ 0.01246, SE ¼ 0.006421) from USEPA (2010).


Table 4
Relative risk based on peak exposure from Poisson model stratified by calendar year, age, sex and race and adjusted for pay category.


0 ppm >0 to <2.0 ppm > ¼ 2.0 to <4.0 ppm > ¼ 4.0 ppm


Log likelihood p-value
Total in group 3139 10,302 6010 6168


Person-years 104,386 415,987 254,723 256,618


Cases RR (95% CI) Cases RR (referent) Cases RR (95% CI) Cases RR (95% CI)


Hodgkin lymphoma (201) 2 3.32 (0.60e18.26) 6 1.0 8 0.76 (0.30e1.89) 11 2.96 (0.94e9.27) �309.87 0.04
Leukemia (204e207) 7 1.83 (0.76e4.40) 41 1.0 27 0.58 (0.36e0.93) 48 0.58 (0.36e0.93) �1177.94 0.004
Leukemia (204e207, excluding 204.1) 6 1.61 (0.61e4.24) 28 1.0 20 0.56 (0.32e0.96) 37 1.17 (0.65e2.09) �901.65 0.009
Acute myeloid leukemia (205.0) 4 1.21 (0.33e4.43) 9 1.0 9 0.77 (0.32e1.84) 12 1.72 (0.67e4.43) �374.47 0.34
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Since USEPA's life table analysis relied upon background mor-
tality rates to determine the extra risk from the incidence of the
endpoint of interest, the effect of using background incidence data

Fig. 1. Comparison of estimated cases from the Poisson regression model to number of cases
study. Observed and predicted results over full observed exposure range.

for Hodgkin lymphoma and all leukemia was explored. The back-
ground mortality rates were adjusted to reflect the background
incidence of the endpoint by replacing the mortality rate attributed

of leukemia observed at the end of follow-up period in the Beane Freeman et al. (2009)







2 The graphs were constructed using the 5% percentiles (e.g. 5%, 10%, 15%, etc.) of
the cumulative exposure, and sums of the person-years, number of individuals and
number of observed and predicted leukemias per percentile to determine the rates.
The confidence limits for the logistic graph were calculated using binomial confi-
dence limits on the observed rates of leukemia per percentile group of exposure,
and the Poisson confidence limits are exact confidence limits based on the Poisson
distribution.


3 This number of unexposed workers identified in the current analysis (2676) is
consistent with the number determined by Checkoway et al. (2015) in a separate
reanalysis of the raw data from Beane Freeman et al. (2009) study. When this
difference was discovered by Checkoway et al. (2015), communications with Dr.
Beane Freeman indicated that the number of unexposed workers reported was a
mistake and should have been 3,108. However, Checkoway et al. (2015) could not
duplicate this number of unexposed workers either using the raw data.
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to that endpoint with the incidence rate of that endpoint. Making
this correction resulted in a difference of between 10 and 21% in the
estimated risks for the current analysis.


3.1.4. Step 4 e determine maximum likelihood and lower bound
estimates of point of departure


USEPA's carcinogenicity risk-assessment guidelines (USEPA,
2005) recommend the use of an extra risk of 1e10% for deriving
effective concentration at the Point of Departure (POD), or for the
USEPA (2010) IRIS assessment. NRC (2011) noted that in USEPA
(2010) there was an unusual choice of a 0.05% extra risk for
Hodgkin lymphoma and 0.5% extra risk for all leukemias. USEPA
(2010) noted the issues with using standard extra risk levels (e.g.,
10%) in that the risks using these standard extra risk assumptions
resulted in relative risk estimates that were substantially higher
than those observed in the epidemiology study. Therefore, the
choice of the extra risk value to use was based on the background
mortality rate for each individual cancer type compared to the
relative risk estimates observed in the Beane Freeman et al. (2009)
study. Relative risk estimates were determined starting at the 10%
extra risk level, decreasing the extra risk level until the relative risk
estimates were within the observable range of the epidemiology
study. For example, if the 1% level of risk associated with the
relative risk estimates for NPC were higher than those observed in
the Beane Freeman et al. (2009) study, the extra risk level of
concern was lowered until the relative risk estimates were below
the relative risk estimates from the Beane Freeman et al. (2009), so
an upward extrapolation could be conducted. This approach
effectively assumes that nothing observed in the Beane Freeman
et al. (2009) could be attributable to background incidence of
these cancer types.


Using the hazard rate function as instructed in the life table
example (Footnote for Column L, Table C-1 of USEPA (2010)), the
extra risk and 95% upper confidence limits on extra risk provided in
USEPA (2010) cannot be reproduced (Tables 2 and 3). However,
using a life table that had a hazard rate function consistent with the
underlying risk function produced results that were similar to those
reported by the USEPA (2010). Supplemental Tables S2 and S4 show
the differences in the risk values calculated at an exposure of 1 ppm
using the USEPA (2010) instructions (Table S2) versus the revised
life table (Table S4) with the modified hazard function that was
necessary to duplicate the EC, LEC and unit risk values reported in
USEPA (2010). While there was some correspondence, there were
still some differences in the values that were calculated for the
extra risk (Tables 2 and 3) and there is some concern about the
appropriateness of the risk estimates, especially large estimates of
risk for values above 0.1 ppm. An exposure of 0.1 ppm is within the
range of exposures (0.01e4.3 ppm e TWA) reported by Beane
Freeman et al. (2009). The relative risk values estimated for these
exposures approach 100% and are inconsistent with the observed
incidences of cancers in the Beane Freeman et al. (2009) study.


3.1.5. Step 5 e convert the relative risk estimates into lifetime risk
for the exposed population


With the results from step 4, the lower bounds on exposure
(LECx) and the extra risk level should then be used to determine the
unit risks. However, because the model parameters from step 1
could not be replicated, an attempt was made to replicate the MLE
and lower bounds using the USEPA (2010) reported model pa-
rameters. Using a life table analysis that follows the methods pro-
vided in Appendix C of USEPA (2010) and the reported model
parameters, the MLE and lower bounds on dose for Hodgkin lym-
phoma and all leukemia could not be replicated. Using the available
parameters and results reported in USEPA (2010) and using the
USEPA's parameters, a 12e27% difference in unit risk values was

determined for leukemia, Hodgkin's lymphoma and NPC from
those reported by the USEPA (2010). However, when the life table
was adjusted to be consistent with the relative risk model that was
the basis of the b value used in USEPA (2010), the values reported by
the USEPA could be replicated.


In noting the potential differences in unit risk estimation, this
12e27% difference could be considered in combination with the
potential differences in unit risk from step 1 (differences in the
model results), as well as the potential impact of the differences in
risk from step 3. Therefore, the inability to replicate individual steps
in the process may result in unit risk estimates different from those
in USEPA (2010) by 100% or greater due to differences in the slope
factors (up to 100% difference) as well as differences in life table
analysis results (12e27%) that would be calculated following the
documentation provided in USEPA (2010).


Analyses were also conducted using the “peak” exposuremetric,
rather than the continuous metric relied upon by USEPA (2010) for
their evaluation. This was conducted using the same model (log-
linear Poisson stratified by calendar year, age sex, and race and
adjusted for pay category) as Beane Freeman et al. (2009), but in
contrast to the results reported by Beane Freeman et al. (2009), no
significant relative risks were estimated (Table 4). Reasons for the
differences between the current analyses and those reported by
Beane Freeman et al. (2009) could include that the specific dates of
job start and job end were not provided, nor were the specific dates
that follow-up started or ended: only month and year were
reported.


3.1.6. Evaluation of model selection
In evaluating the potential fit of the model to the data, there are


various tests that can be performed to look at the predictive power
of a model (e.g. R2 tests, c2 tests), to make comparison between
models (e.g. AIC and other log-likelihood tests) or graphical rep-
resentations of the data to visualize the fit. However, since no such
statistics were provided in either Beane Freeman et al. (2009) or
USEPA (2010), comparisons can only be made among the models fit
to the data in this current analysis. The R2 values reported for the
logistic regression performed in this analysis were uniformly poor
(i.e., 0.05 or less) indicating poor predictive ability of the models.
For the Poisson models, there were small values for the Pearson c2


value which, with the large sample size, achieved a better fit to the
data (p-values close to 1). However, in graphs presented in this
analysis using the data at the end of follow-up, the rate of all leu-
kemias was plotted against the continuous exposure as well as the
model predicted rates estimated for both the Poisson regression
model (Fig. 1) and the logistic model (Fig. 2).2 These figures show
large variability in the observed rates in the low concentration re-
gion which subsequently makes comparison and evaluation of the
fit of the model to the data difficult. This variability also makes any
predictions made with models fit to these data highly uncertain. In
addition, the predictions of extra risk provided by USEPA (2010)







Fig. 2. Comparison of estimated cases from the logistic regression model to number of cases of leukemia observed at the end of follow-up period in the Beane Freeman et al. (2009)
study. Observed and predicted results over full observed exposure range.
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associatedwith higher concentrations (1 and 10 ppm) are above the
observable range and involve upward extrapolation. The results are
estimates of extra risk approaching 1, which are unreasonable.


While each model provides predictions that “run through the
middle” of the data, it is clear that neither model can adequately
predict the exposure-response relationships or lack of pattern in
the lower concentration region (Figs. 1 and 2), as the data in this
region of the exposure-response curve appears to be comparable to
random variation. In the low concentration region, the data lack a
clear monotonic dose-response relationship, which may explain
lack of a significant trend (p ¼ 0.08) even for the combination of all
leukemias. Overall, the models do not fit the pattern of exposure-
response in the data. While the models appear to be more consis-
tentwith the data at concentrations greater than 10 ppm-years, this
comparison is largely influenced by two data points. It is possible
that this shape of the exposure-response curve may explain the
unusual nonlinearities in the estimates of extra risk provided by
USEPA (2010) (Tables 2 and 3). However, explaining this unusual
exposure-response behavior is difficult due to the inability to
duplicate the unit risk estimates provided in USEPA (2010).

4. Discussion


One of the greatest challenges in attempting to duplicate unit
risk factors estimated by USEPA is attempting to duplicate those
specifically based on epidemiological data. When USEPA has relied
upon animal data for the estimation of unit risk values, even when
the documentation provided is limited, there are guidelines avail-
able (USEPA, 2012) that provide specific steps and assumptions
used by USEPA in the dose-response analysis of animal data.
However, when epidemiological data are applied, there is not
comparable guidance, and the necessary additional detail may not
be provided in the IRIS documentation to allow for transparency
and the ability to duplicate risk values.


In the case of formaldehyde, the draft IRIS toxicological review
(USEPA, 2010) provided documentation largely on the estimation of
IURs from the cases of NPC from the NCI cohort reported by
Hauptmann et al. (2004), assuming that these methods could easily
be extended in an attempt to duplicate values for lymphohemato-
poietic cancers provided in an update to the NCI cohort by Beane
Freeman et al. (2009). The results from this assessment, in

attempting to duplicate unit risk values for lymphohematopoietic
cancers, demonstrate that this is not the case.


Difficulty in duplication of results from each step of the process
of the estimates of IURs, following the steps as outlined by NRC
(2011), started with the initial step that involved duplication of
the b parameters from the log-linear Poisson regression model as
provided by Dr. Laura Beane Freeman to the USEPA. In the initial
step of the process, our results suggest no significant association
between cumulative exposure to formaldehyde, which is the
exposure metric relied upon by USEPA (2010) for the estimation of
the IURs, and either all leukemias combined or acute myeloid
leukemia specifically. This lack of association is directly relevant to
evaluation of causality and should be considered earlier in the
determination of what endpoints likely are caused by exposure to
formaldehyde and therefore which associations might be relied
upon for the estimation of IURs. Based on the results for all leu-
kemias, as well as AML, with no significant trends observed, it is not
appropriate to conduct dose-response modelling only on null
findings. In addition, while similar, the b values could not be
duplicated even with the availability of the raw data, which sug-
gests that the methods applied are not adequately documented in
USEPA (2010).


USEPA (2010) relied heavily upon the Beane Freeman et al.
(2009) study for risk estimation associated with lymphohemato-
poietic tumors, with the NRC (2011) committee noting that this
may be the only study with sufficient exposure and dose-response
data needed for risk estimation. However, they also noted that this
study is notwithout weaknesses and these need to be considered. A
reanalysis of the raw data from the NCI study (Beane Freeman et al.,
2009) was conducted by Checkoway et al. (2015). While basic re-
sults were replicated, additional analyses of the associations of
specific lymphohematopoietic cancers, specifically acute myeloid
leukemia (AML) with various metrics of formaldehyde exposure
(peak, average, cumulative) and using a more standard definition of
peak exposure than that relied on by Beane Freeman et al. (2009)
were reported. The re-evaluation highlighted many of the limita-
tions in the data from this cohort, and the new analyses indicated
no clear association with AML. It is not clear why AML results had
not been reported in any of the updates of this study, and not
considered in the IRIS evaluation, given that AML has been high-
lighted as the lymphohematopoietic cancer most likely to be
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relevant to a chemical agent, primarily based on its associationwith
benzene.


The results from the current analysis for Hodgkin lymphoma
also provide estimates inconsistent with those reported by USEPA
(2010). Using the cumulative exposure metric, USEPA (2010) re-
ported no significant trend for Hodgkin lymphoma. The current
analysis suggests a significant trend (Table 1 e p ¼ 0.013), which is
consistent with the results from Checkoway et al. (2015) reporting
increased relative risk estimates for Hodgkin lymphoma in the
highest exposure categories of cumulative and peak exposures. As
noted in Checkoway et al. (2015), these findings are complicated
because there is little epidemiological support for chemical expo-
sures in the etiology of Hodgkin's lymphoma. There is an absence of
an increased risk for this cancer type in other occupational cohorts,
as well as the lack of a plausible biological mechanism. In addition,
NTP (2014) noted that because the evidence for Hodgkin lymphoma
is mainly limited to the NCI cohort study, a causal association is not
established. As with all leukemias, including AML, there are ques-
tions related to a causal association between cumulative formal-
dehyde exposure and this cancer type that suggest that the
estimation of a quantitative measure of risk using these data are
inappropriate.


NRC (2011) also highlighted that the modes of action for
formaldehyde-induced Hodgkin lymphoma and for leukemias have
not been established. Moreover, the studies that demonstrate the
lack of systemic delivery of formaldehyde following inhalation
exposure (Lu et al., 2011; Moeller et al., 2011; Edrissi et al., 2013; Yu
et al., 2015) draw into question the biological plausibility of form-
aldehyde causing any LHP cancer. NRC (2011) noted that


“Although EPA postulated that formaldehyde could reach the bone
marrow either as methanediol or as a byproduct of nonenzymatic
reactions with glutathione, numerous studies described above have
demonstrated that systemic delivery of formaldehyde is highly
unlikely at concentrations below those which overwhelm meta-
bolism according to sensitive and selective analytic methods that
can differentiate endogenous from exogenous exposures.”


Thus, substantial uncertainties remain in using both Hodgkin
lymphoma and leukemias (all or individual) for consensus cancer
risk estimation. Formaldehyde is rapidly metabolized and highly
reactive and, because it is an endogenous compound, a detectable
change in the natural background or endogenous levels would need
to occur in order to result in the potential for adverse effects.
Multiple studies using multiple species, including non-human
primates, have been conducted using a sensitive analytical
method that can measure endogenous versus exogenous formal-
dehyde DNA adducts (Yu et al., 2015; Edrissi et al., 2013; Moeller
et al., 2011; Lu et al., 2011). The results of these studies indicated
that inhaled formaldehyde was found to reach nasal respiratory
epithelium, but not other tissues distant to the site of initial contact.
These results suggest a lack of an ability for exogenous or inhaled
formaldehyde exposure to affect endogenously present concen-
trations of formaldehyde.


Although the Draft Review cites hypotheses proposed by Zhang
et al. (2010) regarding the theoretical development of leukemia
following inhalation of formaldehyde, there is no documented ev-
idence to support the validity of these hypotheses. In fact, Zhang
et al. (2010) note that their hypotheses related to mechanisms of
leukemia clearly require additional testing. The existing mecha-
nistic data for formaldehyde provide no evidence that exogenous
formaldehyde will be transported from the point of contact to
distant sites, but do provide evidence that formaldehyde does not
affect the relevant target cells for leukemia (bone marrow or pe-
ripheral blood) (Yu et al., 2015; Edrissi et al., 2013; Moeller et al.,

2011; Lu et al., 2011).
Overall, the documentation of the methods applied by USEPA


lacks sufficient transparency and detail for duplication of the unit
risk estimates provided in USEPA (2010), even with the availability
of the raw data from the Beane Freeman et al. (2009) study that
USEPA relied upon for estimation of the risk of Hodgkin lymphoma
or all leukemias. This lack of transparency and detail may result in
different estimates of unit risks, including invalid estimates, espe-
cially as initial analyses resulted in a lack of a significant dose-
response relationship for selected endpoints.


In attempting to duplicate the USEPA (2010) calculations, diffi-
culties were encountered at each step, largely due to a lack of
critical information provided in the IRIS documentation. Even
though analyses were conducted multiple times with different
assumptions, all of which could be consistent with the description
provided by USEPA (2010), the unit risk values could not be
duplicated. The results of the analyses yielded conflicting and
different estimates with each step of the analysis, with differences
in each step up to a factor of 2. The inability to replicate individual
steps in the process may result in unit risk estimates different from
those in USEPA (2010) by 100% or greater due to differences in the
slope factors (up to 100% difference) as well as differences in life
table analysis results (12e27%). Perhaps most problematic, the first
step of the analysis did not determine significant exposure-
response relationships between formaldehyde and LHP endpoints
for themetric (cumulative exposure) needed in the estimation of an
IUR. The resulting analysis, while it can bemechanically performed,
provides no valid or useful insights on the risks of formaldehyde
exposure. Regulatory dependence on these analyses may therefore
lead to erroneous guidance, policies and laws.


These results highlight the necessity of clear and transparent
reporting of both methods and data used in the estimation of unit
risk values. Values provided by the IRIS program of USEPA are relied
upon by other federal and state agencies in regulatory decision-
making related to the development of standards and guidelines
for environmental, consumer product and workplace exposure to
chemicals. The inability to duplicate these types of values only es-
calates the scientific debate over the applicability of these stan-
dards and the scientific data necessary to support conclusions
regarding acceptable levels of human exposure to chemicals.
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